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<160> 101 

<170> Patentin version 3.2 

<210> 1 

<2ll> 3 

<212> PRT 

<213> artificial 

<220> 

<223> Glycosylation target 




<220> 

<221> MISC FEATURE 

<222> (2). 7(2) 

<223> wherein "Xaa" is 

<400> 1 



any amino acid except proli 



Asn Xaa Ser 
1 



<210> 2 

<211> 3 

<212> PRT 

<213> artificial 

<220> 

<223> Glycosylation target 



<220> 

<221> MISC_FEATURE 

<222> (2).. (2) 

<223> wherein "Xaa" is any amino acid except proline 

<400> 2 

Asn Xaa Thr 
1 



<210> 3 

<211> 21 

<212> DNA 

<213> artificial 

<220> 

<223> Primer A for target gene in P. pastoris (1, 6-mannosyltransf erase) 

<400> 3 

atggcgaagg cagatggcag t 21 



<210> 4 

<211> 21 

<212> DNA 

<213> artificial 

<220> 

<223> Primer B for target gene in P. pastoris (1, 6 -mannosyl transferase) 

<400> 4 

ttagtccttc caacttcctt c 21 



<210> 5 

<211> 26 

<212> DNA 

<213> artificial 

<220> 

<223> Primer A for target gene in P. pastoris (1,2 
mannosyl transferases) 



<220> 

<221> misc feature 



<222> (9).. (9) 

<223> wherein "n" is equal to "a" or "t" or "g" or 
<220> 

<221> misc^feature 

<222> (12) . . (12) 

<223> wherein "n" is equal to "a" or "t" or "g" or 
<220> 

<221> misc_f eature 

<222> (18).. (18) 

<223> wherein "n" is equal to "a" or "t" or "g" or 

<400> 5 

taytggmgng tngarcynga yathaa 



<210> 6 

<211> 20 

<212> DNA 

<213> artificial 

<220> 

<223> Primer B for target gene in P. pastoris (1,2 
mannosyl transferases) 



<220> 

<221> Tnisc_f eature 

<222> (6).. (6) 

<223> wherein "n" is equal to "a" or "t" or "g" or 
<220> 

<221> misc_f eature 

<222> (12).. (12) 

<223> wherein "n" is equal to "a" or "t" or "g" or 

<400> 6 

gcrtcncccc anckytcrta 



<210> 7 

<211> 0 

<212> DNA 

<213> Kluyveromyces lactis 

<400> 7 
000 

<210> 8 

<211> 0 

<212> PRT 

<213> Kluyveromyces lactis 

<400> 8 
000 

<210> 9 

<211> 458 

<212> PRT 



<213> 



Saccharomyces cerevisiae 



<220> 

<221> MISC_FEATURE 

<222> (304) . . (318) 

<223> Low-complexity sequence 

<220> 

<221> MISC_FEATURE 

<222> (416) . . (436) 

<223> Low -complexity sequence 

<400> 9 

Met Glu Gly Glu Gin Ser Pro Gin Gly Glu Lys Ser Leu Gin Arg Lys 
15 10 15 



Gin Phe Val Arg Pro Pro Leu Asp Leu Trp Gin Asp Leu Lys Asp Gly 
20 25 30 



Val Arg Tyr Val lie Phe Asp Cys Arg Ala Asn Leu lie Val Met Pro 
35 40 45 



Leu Leu lie Leu Phe Glu Ser Met Leu Cys Lys lie lie lie Lys Lys 
50 55 60 



Val Ala Tyr Thr Glu lie Asp Tyr Lys Ala Tyr Met Glu Gin lie Glu 
65 70 75 80 



Met lie Gin Leu Asp Gly Met Leu Asp Tyr Ser Gin Val Ser Gly Gly 
85 90 95 



Thr Gly Pro Leu Val Tyr Pro Ala Gly His Val Leu lie Tyr Lys Met 
100 105 110 



Met Tyr Trp Leu Thr Glu Gly Met Asp His Val Glu Arg Gly Gin Val 
115 120 125 



Phe Phe Arg Tyr Leu Tyr Leu Leu Thr Leu Ala Leu Gin Met Ala Cys 
130 135 140 



Tyr Tyr Leu Leu His Leu Pro Pro Trp Cys Val Val Leu Ala Cys Leu 
145 150 155 160 



Ser Lys Arg Leu His Ser lie Tyr Val Leu Arg Leu Phe Asn Asp Cys 
165 170 175 



Phe Thr Thr Leu Phe Met Val Val Thr Val Leu Gly Ala He Val Ala 



180 



185 



190 



Ser Arg Cys His Gin Arg Pro Lys Leu Lys Lys Ser Leu Ala Leu Val 
195 200 205 



lie Ser Ala Thr Tyr Ser Met Ala Val Ser lie Lys Met Asn Ala Leu 
210 215 220 



Leu Tyr Phe Pro Ala Met Met lie Ser Leu Phe lie Leu Asn Asp Ala 
225 230 235 240 



Asn Val He Leu Thr Leu Leu Asp Leu Val Ala Met He Ala Trp Gin 
245 250 255 



Val Ala Val Ala Val Pro Phe Leu Arg Ser Phe Pro Gin Gin Tyr Leu 
260 265 270 



His Cys Ala Phe Asn Phe Gly Arg Lys Phe Met Tyr Gin Trp Ser He 
275 280 285 



Asn Trp Gin Met Met Asp Glu Glu Ala Phe Asn Asp Lys Arg Phe Xaa 
290 295 300 



Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Phe Val 
305 310 315 320 



Thr Arg Tyr Pro Arg He Leu Pro Asp Leu Trp Ser Ser Leu Cys His 
325 330 335 



Pro Leu Arg Lys Asn Ala Val Leu Asn Ala Asn Pro Ala Lys Thr He 
340 345 350 



Pro Phe Val Leu He Ala Ser Asn Phe He Gly Val Leu Phe Ser Arg 
355 360 365 



Ser Leu His Tyr Gin Phe Leu Ser Trp Tyr His Trp Thr Leu Pro He 
370 375 380 



Leu He Phe Trp Ser Gly Met Pro Phe Phe Val Gly Pro He Trp Tyr 
385 390 395 400 



Val Leu His Glu Trp Cys Tip Asn Ser Tyr Pro Pro Asn Ser Gin Xaa 
405 410 415 



Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 



420 



425 



430 



Xaa Xaa Xaa Xaa Ser Gly Ser Val Ala Leu Ala Lys Ser His Leu Arg 
435 440 445 



Thr Thr Ser Ser Met Glu Lys Lys Leu Asn 
450 455 



<210> 10 
<211> 458 
<212> PRT 

<213> Saccharomyces cerevisiae 
<400> 10 

Met Glu Gly Glu Gin Ser Pro Gin Gly Glu Lys Ser Leu Gin Arg Lys 
15 10 15 



Gin Phe Val Arg Pro Pro Leu Asp Leu Trp Gin Asp Leu Lys Asp Gly 
20 25 30 



Val Arg Tyr Val He Phe Asp Cys Arg Ala Asn Leu lie Val Met Pro 
35 40 45 



Leu Leu He Leu Phe Glu Ser Met Leu Cys Lys He lie He Lys Lys 
50 55 60 



Val Ala Tyr Thr Glu He Asp Tyr Lys Ala Tyr Met Glu Gin He Glu 
65 70 75 80 



Met He Gin Leu Asp Gly Met Leu Asp Tyr Ser Gin Val Ser Gly Gly 
85 90 95 



Thr Gly Pro Leu Val Tyr Pro Ala Gly His Val Leu He Tyr Lys Met 
100 105 110 



Met Tyr Trp Leu Thr Glu Gly Met Asp His Val Glu Arg Gly Gin Val 
115 120 125 



Phe Phe Arg Tyr Leu Tyr Leu Leu Thr Leu Ala Leu Gin Met Ala Cys 
130 135 140 



Tyr Tyr Leu Leu His Leu Pro Pro Trp Cys Val Val Leu Ala Cys Leu 
145 150 155 160 



Ser Lys Arg Leu His Ser He Tyr Val Leu Arg Leu Phe Asn Asp Cys 
165 170 175 



Phe Thr Thr Leu Phe Met Val Val Thr Val Leu Gly Ala lie Val 



185 



Ala 



190 



Ser Arg Cys His Gin Arg Pro Lys Leu Lys Lys Ser Leu Ala Leu Val 



205 



He Ser Ala Thr Tyr Ser Met Ala VaI c^*. t 
210 215 



220 



Leu Tyr Phe Pro Ala Met Met He Ser Leu Phe He Leu Asn Asp Ala 



235 



240 



Asn val lie Leu Thr Leu Leu Asp Leu Val Ala Met lie Ala 



245 



250 



Trp Gin 
255 



val Ala val Ala Val Pro Phe Leu Arg Ser Phe Pro Gin Gin Tyr Leu 

265 



270 



His cys Ala Phe Asn Phe Gly Arg Lys Phe Met Tyr Gin Trp Ser He 



280 



285 



Asn Trp Gin Met Met Asp Glu Glu Ala Phe Asn Asp Lys Arg Phe His 

300 



Leu Ala Leu Leu He Ser His Leu He Ala Leu Thr Thr Leu Phe Val 



315 



320 



Thr Arg Tyr Pro Arg He Leu Pro Asp Leu Trp Ser Ser Leu 



330 



Cys His 
335 



Pro Leu Arg Lys Asn Ala Val Leu Asn Ala Asn Pro Ala Lys Thr II 

345 



350 



pro Phe val Leu He Ala Ser Asn Phe He Gly Val Leu Phe Ser Arg 

360 " — 



365 



ser Leu His lyr Gin Phe Leu Ser Trp Tyr His Trp Thr Leu Pro He 

•^'^ 380 



Leu lie Phe Trp Ser Gly Met Pro Phe Phe Val Gly Pro He Trp Tyr 



395 



400 



val Leu His Glu Trp Cys Trp Asn Ser ^r Pro Pro Asn Ser Gin Ala 

410 



Ser Thr Leu Leu Leu Ala Leu Asn Thr Val Leu Leu Leu Leu Leu Ala 



425 



430 



Leu Thr Gin Leu Ser Gly Ser Val Ala Leu Ala Lys Ser His Leu Arg 

440 

Thr Thr Ser Ser Met Glu Lys Lys Leu Asn 
450 455 



<210> 11 

<211> 389 

<212> PRT 

<213> Saccharotnyces cerevisiae 
<220> 

<221> MISC_FEATURE 

<222> (279) . . (293) 

<223> Low- complexity sequence 

<400> 11 

Trp Gin Asp Leu Lys Asp Gly Val Arg Tyr Val He Phe Asp Cys Arg 



10 



15 



Ala Asn Leu lie Val Met Pro Leu Leu He Leu Phe Glu Ser Met Leu 
20 25 30 

Cys Lys lie lie lie Lys Lys Val Ala Tyr Thr Glu lie Asp Tyr Lys 

40 45 

Ala Tyr Met Glu Gin He Glu Met He Gin Leu Asp Gly Met Leu Asp 

Tyr ser Gin Val Ser Gly Gly Thr Gly Pro Leu Val Tyr Pro Ala Gly 

^° 75 80 

His Val Leu He Tyr Lys Met Met Tyr Trp Leu Thr Glu Gly Met Asp 
85 90 95 

His Val Glu Arg Gly Gin Val Phe Phe Arg Tyr Leu Tyr Leu Leu 



100 



Thr 
110 



Leu Ala Leu Gin Met Ala Cys Tyr Tyr Leu Leu His Leu Pro Pro Trp 

115 120 ^ 



125 



Cys Val val Leu Ala Cys Leu Ser Lys Arg Leu His Ser He Tyr Val 



130 



135 



140 



Leu Arg Leu Phe Asn Asp Cys Phe Thr Thr Leu Phe Met Val Val Thr 
145 150 155 160 



Val Leu Gly Ala He Val Ala Ser Arg Cys His Gin Arg Pro Lys Leu 
165 170 175 



Lys Lys Ser Leu Ala Leu Val He Ser Ala Thr Tyr Ser Met Ala Val 
180 185 190 



Ser He Lys Met Asn Ala Leu Leu Tyr Phe Pro Ala Met Met He Ser 
195 200 205 



Leu Phe He Leu Asn Asp Ala Asn Val He Leu Thr Leu Leu Asp Leu 
210 215 220 



Val Ala Met He Ala Trp Gin Val Ala Val Ala Val Pro Phe Leu Arg 
225 230 235 240 



Ser Phe Pro Gin Gin Tyr Leu His Cys Ala Phe Asn Phe Gly Arg Lys 
245 250 255 



Phe Met Tyr Gin Trp Ser He Asn Trp Gin Met Met Asp Glu Glu Ala 
260 265 270 



Phe Asn Asp Lys Arg Phe Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
275 280 285 



Xaa Xaa Xaa Xaa Xaa Phe Val Thr Arg Tyr Pro Arg He Leu Pro Asp 
290 295 300 



Leu Trp Ser Ser Leu Cys His Pro Leu Arg Lys Asn Ala Val Leu Asn 
305 310 315 320 



Ala Asn Pro Ala Lys Thr He Pro Phe Val Leu He Ala Ser Asn Phe 
325 330 335 



He Gly Val Leu Phe Ser Arg Ser Leu His Tyr Gin Phe Leu Ser Trp 
340 345 350 



Tyr His Trp Thr Leu Pro He Leu He Phe Trp Ser Gly Met Pro Phe 
355 360 365 



Phe Val Gly Pro He Trp Tyr Val Leu His Glu Trp Cys Trp Asn Ser 



370 



375 



380 



Tyr Pro Pro Asn Ser 
385 



<210> 12 

<211> 375 

<212> PRT 

<213> Homo sapiens 



<400> 12 

Trp Gin Glu Arg Arg Leu Leu Leu Arg Glu Pro Arg Tyr Thr Leu Leu 
15 10 15 



Val Ala Ala Cys Leu Cys Leu Ala Glu Val Gly He Thr Phe Trp Val 
20 25 30 



He His Arg Val Ala Tyr Thr Glu He Asp Trp Lys Ala Tyr Met Ala 
35 40 45 



Glu Val Glu Gly Val He Asn Gly Thr Tyr Asp Tyr Thr Gin Leu Gin 
50 55 60 



Gly Asp Thr Gly Pro Leu Val Tyr Pro Ala Gly Phe Val Tyr He Phe 
65 70 75 80 



Met Gly Leu Tyr Tyr Ala Thr Ser Arg Gly Thr Asp He Arg Met Ala 
85 90 95 



Gin Asn He Phe Ala Val Leu Tyr Leu Ala Thr Leu Leu Leu Val Phe 
100 105 110 



Leu He Tyr His Gin Thr Cys Lys Val Pro Pro Phe Val Phe Phe Phe 
115 120 125 



Met Cys Cys Ala Ser Tyr Arg Val His Ser He Phe Val Leu Arg Leu 
130 135 140 



Phe Asn Asp Pro Val Ala Met Val Leu Leu Phe Leu Ser He Asn Leu 
145 150 155 160 



Leu Leu Ala Gin Arg Trp Gly Trp Gly Cys Cys Phe Phe Ser Leu Ala 
165 170 175 



Val Ser Val Lys Met Asn Val Leu Leu Phe Ala Pro Gly Leu Leu Phe 
180 185 190 



Leu Leu Leu Thr Gin Phe Gly Phe Arg Gly Ala Leu Pro Lys Leu 

200 205 



He Cys Ala Gly Leu Gin Val Val Leu Gly Leu Pro Phe Leu Leu Glu 
210 215 220 

Asn Pro Ser Gly Tyr Leu Ser Arg Ser Phe Asp Leu Gly Arg Gin Phe 

230 235 240 

Leu Phe His Trp Thr Val Asn Trp Arg Phe Leu Pro Glu Ala Leu Phe 
245 250 255 

Leu His Arg Ala Phe His Leu Ala Leu Leu Thr Ala His Leu Thr Leu 
260 265 270 

Leu Leu Leu Phe Ala Leu Cys Arg Trp His Arg Thr Gly Glu Ser lie 
275 280 285 

Leu Ser Leu Leu Arg Asp Pro Ser Lys Arg Lys Val Pro Pro Gin Pro 
290 295 300 

Leu Thr Pro Asn Gin He Val Ser Thr Leu Phe Thr Ser Asn Phe He 
305 310 315 320 

Gly He Cys Phe Ser Arg Ser Leu His Tyr Gin Phe Tyr Val Trp Tvr 
325 330 335 

Phe His Thr Leu Pro Tyr Leu Leu Trp Ala Met Pro Ala Arg Trp Leu 
340 345 

Thr His Leu Leu Arg Leu Leu Val Leu Gly Leu He Glu Leu Ser Trp 
355 360 365 

Asn Thr Tyr Pro Ser Thr Ser 
370 375 



<210> 13 
<211> 271 
<212> PRT 

<213> Saccharomyces cerevisiae 
<400> 13 

Val Arg Tyr Val He Phe Asp Cys Arg Ala Asn Leu He Val Met Pro 
15 10 15 



Leu Leu lie Leu Phe Glu Ser Met Leu Cys Lys He He He Lys Lys 

20 25 30 

Val Ala Tyr Thr Glu He Asp Tyr Lys Ala Tyr Met Glu Gin He Glu 
35 40 45 



Met He Gin Leu Asp Gly Met Leu Asp Tyr Ser Gin Val Ser Gly Glv 
50 55 1 1 



60 



Thr Gly Pro Leu Val Tyr Pro Ala Gly His Val Leu He Tyr Lys Met 
S5 70 75 80 

Met Tyr Trp Leu Thr Glu Gly Met Asp His Val Glu Arg Gly Gin Val 
85 90 95 



Phe Phe Arg Tyr Leu Tyr Leu Leu Thr Leu Ala Leu Gin Met Ala Cys 

100 105 Tin 



110 



Tyr Tyr Leu Leu His Leu Pro Pro Trp Cys Val Val Leu Ala Cys Leu 
115 120 125 

Ser Lys Arg Leu His Ser He Tyr Val Leu Arg Leu Phe Asn Asp Cys 
130 135 140 

Phe Thr Thr Leu Phe Met Val Val Thr Val Leu Gly Ala He Val Ala 
"5 150 155 160 

Ser Arg Cys His Gin Arg Pro Lys Leu Lys Lys Ser Leu Ala Leu Val 
165 170 175 

He Ser Ala Thr Tyr Ser Met Ala Val Ser He Lys Met Asn Ala Leu 
180 185 190 

Leu Tyr Phe Pro Ala Met Met He Ser Leu Phe He Leu Asn Asp Ala 
195 200 205 

Asn Val He Leu Thr Leu Leu Asp Leu Val Ala Met He Ala Trp Gin 
210 215 220 



Val Ala Val Ala Val Pro Phe Leu Arg Ser Phe Pro Gin Gin Tyr Leu 
225 230 235 240 



His Cys Ala Phe Asn Phe Gly Arg Lys Phe Met Tyr Gin Trp Ser He 
245 250 255 



Asn Trp Gin Met Met Asp Glu Glu Ala Phe Asn Asp Lys Arg Phe 

265 270 

<210> 14 
<211> 258 
<212> PRT 

<213> Drosophila virilis 
<400> 14 

lie Lys Tyr Leu Ala Phe Glu Pro Ala Ala Leu Pro He Val Ser Val 
^ 10 15 



Leu lie val Leu Ala Glu Ala Val He Asn Val Leu Val He Gin Arg 

25 30 

val Pro Tyr Thr Glu He Asp Trp Lys Ala Tyr Met Gin Glu Cys Glu 

^0 45" 

Gly Phe Leu Asn Gly Thr Thr Asn Tyr Ser Leu Leu Arg Gly Asp Thr 
Gly Pro Leu Val Tyr Pro Ala Ala Phe Val Tyr He Tyr Ser Gly Leu 



70 7C 

75 80 



Tyr Tyr Leu Thr Gly Gin Gly Thr Asn Val Arg Leu Ala Gin lyr He 



90 



95 



Phe Ala Cys lie Tyr Leu Leu Gin Met Cys Leu Val Leu Arg Leu Tyr 

105 

Thr Lys Ser Arg Lys Val Pro Pro Tyr Val Leu Val Leu Ser Ala Phe 

120 125 

Thr ser Tyr Arg He His Ser lie Tyr Val Leu Arg Leu Phe Asn Asp 

140 

Pro val Ala lie Leu Leu Leu Tyr Ala Ala Leu Asn Leu Phe Leu Asp 

150 155 

Gin Arg Trp Thr Leu Gly Ser lie Cys Tyr Ser Leu Ala Val Gly Val 
165 170 

Lys Met Asn lie Leu Leu Phe Ala Pro Ala Leu Leu Leu Phe Tyr Leu 

185 



Ala Asn Leu Gly Val Leu Arg Thr Leu Val Gin Leu Thr He Cys Ala 
195 200 205 



Val Leu Gin Leu Phe He Gly Ala Pro Phe Leu Arg Thr His Pro Met 
210 215 220 



Glu Tyr Leu Arg Gly Ser Phe Asp Leu Gly Arg He Phe Glu His Lys 
225 230 235 240 



Trp Thr Val Asn Tyr Arg Phe Leu Ser Lys Glu Leu Phe Glu Gin Arg 
245 250 255 



Glu Phe 



<210> 15 
<211> 60 
<212> PRT 

<213> Saccharomyces cerevisiae 
<400> 15 

He Pro Phe Val Leu He Ala Ser Asn Phe He Gly Val Leu Phe Ser 
15 10 15 



Arg Ser Leu His Tyr Gin Phe Leu Ser Trp Tyr His Trp Thr Leu Pro 
20 25 30 



He Leu He Phe Trp Ser Gly Met Pro Phe Phe Val Gly Pro He Trp 
35 40 45 



Tyr Val Leu His Glu Trp Cys Trp Asn Ser Tyr Pro 
50 55 60 



<210> 16 
<211> 58 
<212> PRT 

<213> Drosophila virilis 
<400> 16 

Leu Pro Phe Phe Leu Cys Asn Phe He Gly Val Ala Cys Ala Arg Ser 
15 10 15 



Leu His Tyr Gin Phe Tyr He Trp Tyr Phe His Ser Leu Pro Tyr Leu 
20 25 30 



Val Trp Ser Thr Pro Tyr Ser Leu Gly Val Arg Tyr Leu He Leu Gly 
35 40 45 



He He Glu Tyr Cys Trp Asn Thr Tyr Pro 
50 55 



<210> 17 
<211> 270 
<212> PRT 

<213> Saccharomyces cerevisiae 
<400> 17 

Arg Tyr Val He Phe Asp Cys Arg Ala Asn Leu He Val Met Pro Leu 
15 10 15 



Leu He Leu Phe Glu Ser Met Leu Cys Lys He He He Lys Lys Val 
20 25 30 



Ala Tyr Thr Glu He Asp Tyr Lys Ala Tyr Met Glu Gin He Glu Met 
35 40 45 



He Gin Leu Asp Gly Met Leu Asp Tyr Ser Gin Val Ser Gly Gly Thr 
50 55 60 



Gly Pro Leu Val Tyr Pro Ala Gly His Val Leu He Tyr Lys Met Met 
65 70 75 80 



Tyr Trp Leu Thr Glu Gly Met Asp His Val Glu Arg Gly Gin Val Phe 
85 90 95 



Phe Arg Tyr Leu Tyr Leu Leu Thr Leu Ala Leu Gin Met Ala Cys Tyr 
100 105 110 



Tyr Leu Leu His Leu Pro Pro Trp Cys Val Val Leu Ala Cys Leu Ser 
115 120 125 



Lys Arg Leu His Ser He Tyr Val Leu Arg Leu Phe Asn Asp Cys Phe 
130 135 140 



Thr Thr Leu Phe Met Val Val Thr Val Leu Gly Ala He Val Ala Ser 
145 150 155 160 



Arg Cys His Gin Arg Pro Lys Leu Lys Lys Ser Leu Ala Leu Val He 
165 170 175 



Ser Ala Thr Tyr Ser Met Ala Val Ser He Lys Met Asn Ala Leu Leu 
180 185 190 



Tyr Phe Pro Ala Met Met He Ser Leu Phe He Leu Asn Asp Ala Asn 
195 200 205 



Val He Leu Thr Leu Leu Asp Leu Val Ala Met He Ala Trp Gin Val 
210 215 220 



Ala Val Ala Val Pro Phe Leu Arg Ser Phe Pro Gin Gin Tyr Leu His 
225 230 235 240 



Cys Ala Phe Asn Phe Gly Arg Lys Phe Met Tyr Gin Trp Ser He Asn 
245 250 255 



Trp Gin Met Met Asp Glu Glu Ala Phe Asn Asp Lys Arg Phe 
260 265 270 



<210> 18 
<211> 257 
<212> PRT 

<213> Drosophila tnelanogaster 
<400> 18 

Lys Tyr Leu Leu Leu Glu Pro Ala Ala Leu Pro He Val Gly Leu Phe 
15 10 15 



Val Leu Leu Ala Glu Leu Val He Asn Val Val Val He Gin Arg Val 
20 25 30 



Pro Tyr Thr Glu He Asp Trp Val Ala Tyr Met Gin Glu Cys Glu Gly 
35 40 45 



Phe Leu Asn Gly Thr Thr Asn Tyr Ser Leu Leu Arg Gly Asp Thr Gly 
50 55 60 



Pro Leu Val Tyr Pro Ala Ala Phe Val Tyr He Tyr Ser Ala Leu Tyr 
65 70 75 80 



Tyr Val Thr Ser His Gly Thr Asn Val Arg Leu Ala Gin Tyr He Phe 
85 90 95 



Ala Gly He Tyr Leu Leu Gin Leu Ala Leu Val Leu Arg Leu Tyr Ser 
100 105 110 



Lys Ser Arg Lys Val Pro Pro Tyr Val Leu Val Leu Ser Ala Phe Thr 
115 120 125 



Ser Tyr Arg He His Ser He Tyr Val Leu Arg Leu Phe Asn Asp Pro 
130 135 140 



Val Ala Val Leu Leu Leu Tyr Ala Ala Leu Asn Leu Phe Leu Asp Arg 
145 150 155 160 



Arg Trp Thr Leu Gly Ser Thr Phe Phe Ser Leu Ala Val Gly Val Lys 
165 170 175 



Met Asn He Leu Leu Phe Ala Pro Ala Leu Leu Leu Phe Tyr Leu Ala 
180 185 190 



Asn Leu Gly Leu Leu Arg Thr He Leu Gin Leu Ala Val Cys Gly Val 
195 200 205 



He Gin Leu Leu Leu Gly Ala Pro Phe Leu Leu Thr His Pro Val Glu 
210 215 220 



Tyr Leu Arg Gly Ser Phe Asp Leu Gly Arg He Phe Glu His Lys Trp 
225 230 235 240 



Thr Val Asn Tyr Arg Phe Leu Ser Arg Asp Val Phe Glu Asn Arg Thr 
245 250 255 



Phe 



<210> 19 

<211> 60 

<212> PRT 

<213> Saccharomyces cerevisiae 

<400> 19 

He Pro Phe Val Leu He Ala Ser Asn Phe He Gly Val Leu Phe Ser 
1 5 10 15 



Arg Ser Leu His Tyr Gin Phe Leu Ser Trp Tyr His Trp Thr Leu Pro 
20 25 30 



He Leu He Phe Trp Ser Gly Met Pro Phe Phe Val Gly Pro He Trp 
35 40 45 



Tyr Val Leu His Glu Trp Cys Trp Asn Ser Tyr Pro 
50 55 60 



<210> 20 



<211> 58 
<212> PRT 

<213> Drosophila melanogaster 
<400> 20 

Leu Pro Phe Phe Leu Cys Asn Leu Val Gly Val Ala Cys Ser Arg Ser 
15 10 15 

Leu His Tyr Gin Phe Tyr Val Trp Tyr Phe His Ser Leu Pro Tyr Leu 
20 25 30 

Ala Trp Ser Thr Pro Tyr Ser Leu Gly Val Arg Cys Leu lie Leu Gly 
35 40 45 

Leu lie Glu Tyr Cys Trp Asn Thr Tyr Pro 



<210> 21 
<211> 1377 
<212> DNA 

<213> Saccharomyces cerevisiae 
<400> 21 

atggaaggtg aacagtctcc gcaaggtgaa aagtctctgc aaaggaagca atttgtcaga 60 

cctccgctgg atctgtggca ggatctcaag gacggtgtgc gctacgtgat cttcgattgt 120 

agggccaatc ttatcgttat gccccttttg attttgttcg aaagcatgct gtgcaagatt 180 

atcattaaga aggtagctta cacagagatc gattacaagg cgtacatgga gcagatcgag 240 

atgattcagc tcgatggcat gctggactac tctcaggtga gtggtggaac gggcccgctg 300 

gtgtatccag caggccacgt cttgatctac aagatgatgt actggctaac agagggaatg 360 

gaccacgttg agcgcgggca agtgtttttc agatacttgt atctccttac actggcgtta 420 

caaatggcgt gttactacct tttacatcta ccaccgtggt gtgtggtctt ggcgtgcctc 480 

tctaaaagat tgcactctat ttacgtgcta cggttattca atgattgctt cactactttg 540 

tttatggtcg tcacggtttt gggggctatc gtggccagca ggtgccatca gcgccccaaa 600 

ttaaagaagt cccttgcgct ggtgatctcc gcaacataca gtatggctgt gagcattaag 660 

atgaatgcgc tgttgtattt ccctgcaatg atgatttctc tattcatcct taatgacgcg 720 

aacgtaatcc ttactttgtt ggatctcgtt gcgatgattg catggcaagt cgcagttgca 780 

gtgcccttcc tgcgcagctt tccgcaacag tacctgcatt gcgcttttaa tttcggcagg 840 

aagtttatgt accaatggag tatcaattgg caaatgatgg atgaagaggc tttcaatgat 900 

aagaggttcc acttggccct tttaatcagc cacctgatag cgctcaccac actgttcgtc 960 







nr> r> r^r^ a ^ ^ a 


^ rtnf" ^ ^ f^f^f* 

i,^^ L C U U CCC 


tgugccoucc 


rt^^ anns a a 

gctgaggaaa 




aaugcagugc 




|- r^r^r^nr^r*^ art 

tcccgccaog 








1 nfln 
xuou 


ttcatcggcg 


tcctattttc 


aaggtccctc 


cactaccagt 


ttctatcctg 


gtatcactgg 


1140 


actttgccta 


tactgatctt 


ttggtcggga 


atgcccttct 


tcgttggtcc 


catttggtac 


1200 


gtcttgcacg 


agtggtgctg 


gaattcctat 


ccaccaaact 


cacaagcaag 


cacgctattg 


1260 


ttggcattga 


atactgttct 


gttgcttcta 


ttggccttga 


cgcagctatc 


tggttcggtc 


1320 


gccctcgcca 


aaagccatct 


tcgtaccacc 


agctctatgg 


aaaaaaagct 


caactga 


1377 



<210> 22 
<211> 458 
<212> PRT 

<213> Saccharomyces cerevisiae 
<400> 22 

Met Glu Gly Glu Gin Ser Pro Gin Gly Glu Lys Ser Leu Gin Arg Lys 
15 10 15 



Gin Phe Val Arg Pro Pro Leu Asp Leu Trp Gin Asp Leu Lys Asp Gly 
20 25 30 



Val Arg Tyr Val He Phe Asp Cys Arg Ala Asn Leu He Val Met Pro 
35 40 45 



Leu Leu He Leu Phe Glu Ser Met Leu Cys Lys He He He Lys Lys 
50 55 60 



Val Ala Tyr Thr Glu He Asp Tyr Lys Ala Tyr Met Glu Gin He Glu 
65 70 75 80 



Met He Gin Leu Asp Gly Met Leu Asp Tyr Ser Gin Val Ser Gly Gly 
85 90 95 



Thr Gly Pro Leu Val Tyr Pro Ala Gly His Val Leu He Tyr Lys Met 
100 105 110 



Met Tyr Trp Leu Thr Glu Gly Met Asp His Val Glu Arg Gly Gin Val 
115 120 125 



Phe Phe Arg Tyr Leu Tyr Leu Leu Thr Leu Ala Leu Gin Met Ala Cys 
130 135 140 



Tyr Tyr Leu Leu His Leu Pro Pro Trp Cys Val Val Leu Ala Cys Leu 
145 150 155 160 



Ser Lys Arg Leu His Ser He Tyr Val Leu Arg Leu Phe Asn Asp Cys 
165 170 175 



Phe Thr Thr Leu Phe Met Val Val Thr Val Leu Gly Ala He Val Ala 
180 185 190 



Ser Arg Cys His Gin Arg Pro Lys Leu Lys Lys Ser Leu Ala Leu Val 
195 200 205 



He Ser Ala Thr Tyr Ser Met Ala Val Ser He Lys Met Asn Ala Leu 
210 215 220 



Leu Tyr Phe Pro Ala Met Met He Ser Leu Phe He Leu Asn Asp Ala 
225 230 235 240 



Asn Val He Leu Thr Leu Leu Asp Leu Val Ala Met He Ala Trp Gin 
245 250 255 



Val Ala Val Ala Val Pro Phe Leu Arg Ser Phe Pro Gin Gin Tyr Leu 
260 265 270 



His Cys Ala Phe Asn Phe Gly Arg Lys Phe Met Tyr Gin Trp Ser He 
275 280 285 



Asn Trp Gin Met Met Asp Glu Glu Ala Phe Asn Asp Lys Arg Phe His 
290 295 300 



Leu Ala Leu Leu He Ser His Leu He Ala Leu Thr Thr Leu Phe Val 
305 310 315 320 



Thr Arg Tyr Pro Arg He Leu Pro Asp Leu Trp Ser Ser Leu Cys His 
325 330 335 



Pro Leu Arg Lys Asn Ala Val Leu Asn Ala. Asn Pro Ala Lys Thr He 
340 345 350 



Pro Phe Val Leu He Ala Ser Asn Phe He Gly Val Leu Phe Ser Arg 
355 360 365 



Ser Leu His Tyr Gin Phe Leu Ser Trp Tyr His Trp Thr Leu Pro He 
370 375 380 



Leu He Phe Trp Ser Gly Met Pro Phe Phe Val Gly Pro He Trp Tyr 
385 390 395 400 



Val Leu His Glu Trp Cys Trp Asn Ser Tyr Pro Pro Asn Ser Gin Ala 
405 410 415 



Ser Thr Leu Leu Leu Ala Leu Asn Thr Val Leu Leu Leu Leu Leu Ala 
420 425 430 

Leu Thr Gin Leu Ser Gly Ser Val Ala Leu Ala Lys Ser His Leu Arg 
435 440 445 

Thr Thr Ser Ser Met Glu Lys Lys Leu Asn 
450 455 

<210> 23 

<211> 1395 

<212> DNA 

<213> Pichia pastoris 



<400> 23 



atgcctccga 


tagagccagc 


tgaaaggcca 


aagcttacgc 


tgaaaaatgt 


tatcggtgat 


60 


ctagtggctc 


ttattcaaaa 


cgttttattt 


aacccagatt 


ttagtgtctt 


cgttgcacct 


120 


cttttatggt 


tagctgattc 


cattgttatc 


aaggtgatca 


ttggcactgt 


ttcctacaca 


180 


gatattgatt 


tttcttcata 


tatgcaacaa 


atctttaaaa 


ttcgacaagg 


agaattagat 


240 


tatagcaaca 


tatttggtga 


caccggtcca 


ttggtttacc 


cagccggcca 


tgttcatgct 


300 


tactcagtac 


tttcgtggta 


cagtgatggt 


ggagaagacg 


tcagtttcgt 


tcaacaagca 


360 


tttggttggt 


tatacctagg 


ttgcttgtta 


ctatccatca 


gctcctactt 


tttctctggc 


420 


ttagggaaaa 


tacctccggt 


ttattttgtt 


ttgttggtag 


cgtccaagag 


actgcattca 


480 


atatttgtat 


tgagactctt 


caatgactgt 


ttaacaacat 


ttttgatgtt 


ggcaactata 


540 


atcatccttc 


aacaagcaag 


tagctggagg 


aaagatggca 


caactattcc 


attatctgtc 


600 


cctgatgctg 


cagatacgta 


cagtttagcc 


atctctgtaa 


agatgaatgc 


gctgctatac 


660 


ctcccagcat 


tcctactact 


catatatctc 


atttgtgacg 


aaaatttgat 


taaagccttg 


720 


gcacctgttc 


tagttttgat 


attggtgcaa 


gtaggagtcg 


gttattcgtt 


cattttaccg 


780 


ttgcactatg 


atgatcaggc 


aaatgaaatt 


cgttctgcct 


actttagaca 


ggcttttgac 


840 


tttagtcgcc 


aatttcttta 


taagtggacg 


gttaattggc 


gctttttgag 


ccaagaaact 


900 


ttcaacaatg 


tccattttca 


ccagctcctg 


tttgctctcc 


atattattac 


gttagtcttg 


960 


ttcatcctca 


agttcctctc 


tcctaaaaac 


attggaaaac 


cgcttggtag 


atttgtgttg 


1020 


gacattttca 


aattttggaa 


gccaacctta 


tctccaacca 


atattatcaa 


cgacccagaa 


1080 



agaagcccag attttgttta caccgtcatg gctactacca acttaatagg ggtgcttttt 1140 

gcaagatctt tacactacca gttcctaagc tggtatgcgt tctctttgcc atatctcctt 1200 

tacaaggctc gtctgaactt tatagcatct attattgttt atgccgctca cgagtattgc 1260 

tggttggttt tcccagctac agaacaaagt tccgcgttgt tggtatctat cttactactt 1320 

atcctgattc tcatttttac caacgaacag ttatttcctt ctcaatcggt ccctgcagaa 1380 

aaaaagaata cataa 1395 



<210> 24 
<211> 464 
<212> PRT 

<213> Pichia pastoris 
<400> 24 

Met Pro Pro He Glu Pro Ala Glu Arg Pro Lys Leu Thr Leu Lys Asn 
15 10 15 



Val He Gly Asp Leu Val Ala Leu He Gin Asn Val Leu Phe Asn Pro 
20 25 30 



Asp Phe Ser Val Phe Val Ala Pro Leu Leu Trp Leu Ala Asp Ser He 
35 40 45 



Val He Lys Val He He Gly Thr Val Ser Tyr Thr Asp He Asp Phe 
50 55 60 



Ser Ser Tyr Met Gin Gin He Phe Lys He Arg Gin Gly Glu Leu Asp 
65 70 75 80 



Tyr Ser Asn He Phe Gly Asp Thr Gly Pro Leu Val Tyr Pro Ala Gly 
85 90 95 



His Val His Ala Tyr Ser Val Leu Ser Trp Tyr Ser Asp Gly Gly Glu 
100 105 110 



Asp Val Ser Phe Val Gin Gin Ala Phe Gly Trp Leu Tyr Leu Gly Cys 
115 120 125 



Leu Leu Leu Ser He Ser Ser Tyr Phe Phe Ser Gly Leu Gly Lys He 
130 135 140 



Pro Pro Val Tyr Phe Val Leu Leu Val Ala Ser Lys Arg Leu His Ser 
145 150 155 160 



Leu Met 
175 



He Phe Val Leu Arg Leu Phe Asn Asp Cys Leu Thr Thr Phe 

Leu Ala Thr lie He He Leu Gin Gin Ala Ser Ser Trp Arg Lys Asp 

185 

Gly Thr Thr He Pro Leu Ser Val Pro Asp Ala Ala Asp Thr Tyr Ser 



200 



205 



Leu Ala lie Ser Val Lys Met Asn Ala Leu Leu Tyr Leu Pro Ala Phe 



220 



Leu Leu Leu He Tyr Leu He Cys Asp Glu Asn Leu He Lys Ala Leu 



235 



240 



Ala Pro val Leu Val Leu He Leu Val Gin Val Gly Val Gly Tyr Ser 



250 



255 



Phe He Leu Pro Leu His Tyr Asp Asp Gin Ala Asn Glu He Arg Ser 



265 



270 



Ala Tyr Phe Arg Gin Ala Phe Asp Phe Ser Arg Gin Phe Leu Tyr Lys 



280 



285 



Trp Thr Val Asn Trp Arg Phe Leu Ser Gin Glu Thr Phe Asn Asn Val 



295 



300 



His Phe His Gin Leu Leu Phe Ala Leu His lie He Thr Leu Val Leu 



310 



315 



320 



Phe He Leu Lys Phe Leu Ser Pro Lys Asn He Gly Lys Pro Leu Gly 



330 



335 



Arg Phe Val Leu Asp He Phe Lys Phe Trp Lys Pro Thr Leu Ser Pro 



345 



350 



Thr Asn He He Asn Asp Pro Glu Arg Ser Pro Asp Phe Val Tyr Thr 



360 



365 



val Met Ala Thr Thr Asn Leu He Gly Val Leu Phe Ala Arg Ser Leu 
His Tyr Gin Phe Leu Ser Trp Tyr Ala Phe Ser Leu Pro Tyr Leu Leu 



390 



395 



400 



Tyr Lys Ala Arg Leu Asn Phe He Ala Ser He He Val Tyr Ala Ala 
405 410 415 



His Glu Tyr Cys Trp Leu Val Phe Pro Ala Thr Glu Gin Ser Ser Ala 
420 425 430 



Leu Leu Val Ser He Leu Leu Leu He Leu He Leu He Phe Thr Asn 
435 440 445 



Glu Gin Leu Phe Pro Ser Gin Ser Val Pro Ala Glu Lys Lys Asn Thr 
450 455 460 



<210> 25 

<211> 423 

<212> PRT 

<213> Pichia pastoris 



<220> 

<221> MISC_FEATURE 

<222> (209) . . (223) 

<223> Low- complexity sequence 

<220> 

<221> MISC_FEATURE 

<222> (235) . . (246) 

<223> Low-complexity sequence 

<400> 25 

Arg Pro Lys Leu Thr Leu Lys Asn Val He Gly Asp Leu Val Ala Leu 
15 10 15 



He Gin Asn Val Leu Phe Asn Pro Asp Phe Ser Val Phe Val Ala Pro 
20 25 30 



Leu Leu Trp Leu Ala Asp Ser He Val He Lys Val He He Gly Thr 
35 40 45 



Val Ser Tyr Thr Asp He Asp Phe Ser Ser Tyr Met Gin Gin He Phe 
50 55 60 



Lys He Arg Gin Gly Glu Leu Asp Tyr Ser Asn He Phe Gly Asp Thr 
65 70 75 80 



Gly Pro Leu Val Tyr Pro Ala Gly His Val His Ala Tyr Ser Val Leu 
85 90 95 



Ser Trp Tyr Ser Asp Gly Gly Glu Asp Val Ser Phe Val Gin Gin Ala 
100 105 110 



Phe 61y Trp Leu Tyr Leu Gly Cys Leu Leu Leu Ser lie Ser Ser Tyr 



120 



125 



Phe Phe ser Gly Leu Gly Lys lie Pro Pro Val Tyr Phe Val Leu Leu 



140 



val Ala ser Lys Arg Leu His Ser He Phe Val Leu Arg Leu Phe Asn 



150 



155 



160 



Asp Cys Leu Thr Thr Phe Leu Met Leu Ala Thr He He He Leu Gin 
165 170 



175 



Gin Ala Ser Ser Trp Arg Lys Asp Gly Thr Thr lie Pro Leu Ser Val 

185 

Pro Asp Ala Ala Asp Thr Tyr Ser Leu Ala He Ser Val Lys Met Asn 

200 205 



Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Cys 



215 



220 



Asp Glu Asn Leu He Lys Ala Leu Ala Pro Xaa Xaa Xaa Xaa Xaa Xaa 

230 235 240 



Xaa Xaa Xaa Xaa Xaa Xaa Tyr Ser Phe He Leu Pro Leu His Tyr Aso 
245 250 255 

Asp Gin Ala Asn Glu He Arg Ser Ala Tyr Phe Arg Gin Ala Phe Asp 



265 



270 



Phe Ser Arg Gin Phe Leu Tyr Lys Trp Thr Val Asn Trp Arg Phe Leu 



280 



285 



Ser Gin Glu Thr Phe Asn Asn Val His Phe His Gin Leu Leu Phe Ala 
290 295 300 

Leu His He He Thr Leu Val Leu Phe He Leu Lys Phe Leu Ser Pro 

310 315 320 

Lys Asn He Gly Lys Pro Leu Gly Arg Phe Val Leu Asp He Phe Lys 
325 330 335 



Phe Trp Lys Pro Thr Leu Ser Pro Thr Asn He He Asn Asp Pro Glu 
340 345 350 



Arg Ser Pro Asp Phe Val Tyr Thr Val Met Ala Thr Thr Asn Leu He 
355 360 365 

Gly Val Leu Phe Ala Arg Ser Leu His Tyr Gin Phe Leu Ser Trp Tyr 
370 375 380 

Ala Phe Ser Leu Pro Tyr Leu Leu Tyr Lys Ala Arg Leu Asn Phe He 
385 390 395 400 

Ala Ser He He Val Tyr Ala Ala His Glu Tyr Cys Trp .Leu Val Phe 
405 410 415 

Pro Ala Thr Glu Gin Ser Ser 
420 



<210> 26 
<211> 398 
<212> PRT 

<213> Saccharomyces cerevisiae 
<400> 26 

Arg Pro Pro Leu Asp Leu Trp Gin Asp Leu Lys Asp Gly Val Arg Tyr 
15 10 15 

Val He Phe Asp Cys Arg Ala Asn Leu He Val Met Pro Leu Leu He 
20 25 30 

Leu Phe Glu Ser Met Leu Cys Lys He He He Lys Lys Val Ala Tyr 
35 40 45 

Thr Glu He Asp Tyr Lys Ala Tyr Met Glu Gin He Glu Met He Gin 
50 55 60 

Leu Asp Gly Met Leu Asp Tyr Ser Gin Val Ser Gly Gly Thr Gly Pro 
65 70 75 80 

Leu Val Tyr Pro Ala Gly His Val Leu He Tyr Lys Met Met Tyr Tro 
85 90 95 

Leu Thr Glu Gly Met Asp His Val Glu Arg Gly Gin Val Phe Phe Arg 
100 105 110 



Tyr Leu Tyr Leu Leu Thr Leu Ala Leu Gin Met Ala Cys Tyr Tyr Leu 
115 120 125 



Leu His Leu Pro Pro Trp Cys Val Val Leu Ala Cys Leu Ser Lys Arg 
130 135 140 



Leu His Ser He Tyr Val Leu Arg Leu Phe Asn Asp Cys Phe Thr Thr 
145 150 155 160 



Leu Phe Met Val Val Thr Val Leu Gly Ala He Val Ala Ser Arg Cys 
165 170 175 



His Gin Arg Pro Lys Leu Lys Lys Ser Leu Ala Leu Val lie Ser Ala 
180 185 190 



Thr Tyr Ser Met Ala Val Ser He Lys Met Asn Ala Leu Leu Tyr Phe 
195 200 205 



Pro Ala Met Met He Ser Leu Phe He Leu Asn Asp Ala Asn Val He 
210 215 220 



Leu Thr Leu Leu Asp Leu Val Ala Met He Ala Trp Gin Val Ala Val 
225 230 235 240 



Ala Val Pro Phe Leu Arg Ser Phe Pro Gin Gin Tyr Leu His Cys Ala 
245 250 255 



Phe Asn Phe Gly Arg Lys Phe Met Tyr Gin Trp Ser He Asn Trp Gin 
260 265 270 



Met Met Asp Glu Glu Ala Phe Asn Asp Lys Arg Phe His Leu Ala Leu 
275 280 285 



Leu He Ser His Leu He Ala Leu Thr Thr Leu Phe Val Thr Arg Tyr 
290 295 300 



Pro Arg He Leu Pro Asp Leu Trp Ser Ser Leu Cys His Pro Leu Arg 
305 310 315 320 



Lys Asn Ala Val Leu Asn Ala Asn Pro Ala Lys Thr He Pro Phe Val 
325 330 335 



Leu He Ala Ser Asn Phe He Gly Val Leu Phe Ser Arg Ser Leu His 
340 345 350 



Tyr Gin Phe Leu Ser Trp Tyr His Trp Thr Leu Pro He Leu He Phe 
355 360 365 



Trp Ser Gly Met Pro Phe Phe Val Gly Pro lie Trp Tyr Val Leu His 
370 375 380 



Glu Trp Cys Trp Asn Ser Tyr Pro Pro Asn Ser Gin Ala Ser 
385 390 395 



<210> 27 

<211> 398 

<212> PRT 

<213> Pichia pastoris 



<220> 

<221> MISC_FEATURE 

<222> (183) . . (197) 

<223> Low-complexity sequence 

<220> 

<221> MISC_FEATURE 

<222> (209) . . (220) 

<223> Low- complexity sequence 

<400> 27 

Ser Val Phe Val Ala Pro Leu Leu Trp Leu Ala Asp Ser He Val lie 
15 10 15 



Lys Val He He Gly Thr Val Ser Tyr Thr Asp He Asp Phe Ser Ser 
20 25 30 



Tyr Met Gin Gin He Phe Lys He Arg Gin Gly Glu Leu Asp Tyr Ser 
35 40 45 



Asn He Phe Gly Asp Thr Gly Pro Leu Val Tyr Pro Ala Gly His Val 
50 55 60 



His Ala Tyr Ser Val Leu Ser Trp Tyr Ser Asp Gly Gly Glu Asp Val 
65 70 75 80 



Ser Phe Val Gin Gin Ala Phe Gly Trp Leu Tyr Leu Gly Cys Leu Leu 
85 90 95 



Leu Ser He Ser Ser Tyr Phe Phe Ser Gly Leu Gly Lys He Pro Pro 
100 105 110 



Val Tyr Phe Val Leu Leu Val Ala Ser Lys Arg Leu His Ser He Phe 
115 120 125 



Val Leu Arg Leu Phe Asn Asp Cys Leu Thr Thr Phe Leu Met Leu Ala 



130 



135 



140 



Thr lie lie lie Leu Gin Gin Ala Ser Ser Trp Arg Lys Asp Gly Thr 



155 



160 



Thr lie Pro Leu Ser Val Pro Asp Ala Ala Asp Thr Tyr Ser Leu Ala 

1d5 



170 



175 



lie ser Val Lys Met Asn Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
180 



190 



Xaa Xaa Xaa Xaa Xaa Cys Asp Glu Asn Leu He Lys Ala Leu Ala Pro 



200 



205 



xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Tyr Ser Phe lie 
^10 215 



220 



Leu Pro Leu His Tyr Asp Asp Gin Ala Asn Glu lie Arg Ser Ala Tyr 



235 



240 



Phe Arg Gin Ala Phe Asp Phe Ser Arg Gin Phe Leu Tyr Lys Trp Thr 
245 250 



255 



val Asn Trp Arg Phe Leu Ser Gin Glu Thr Phe Asn Asn Val His Phe 
260 265 270 

His Gin Leu Leu Phe Ala Leu His He He Thr Leu Val Leu Phe He 
275 280 285 

Leu Lys Phe Leu Ser Pro Lys Asn lie Gly Lys Pro Leu Gly Arg Phe 



295 



300 



Val Leu Asp He Phe Lys Phe Trp Lys Pro Thr Leu Ser Pro Thr 
JOS 310 



Asn 
320 



He He Asn Asp Pro Glu Arg Ser Pro Asp Phe Val Tyr Thr Val Met 
325 

Ala Thr Thr Asn Leu He Gly Val Leu Phe Ala Arg Ser Leu His Tyr 
340 345 

Gin Phe Leu Ser Trp Tyr Ala Phe Ser Leu Pro Tyr Leu Leu Tyr Lys 



360 



365 



Ala Arg Leu Asn Phe He Ala Ser He He Val Tyr Ala Ala His Glu 



370 



375 



380 



Tyr Cys Trp Leu Val Phe Pro Ala Thr Glu Gin Ser Ser Ala 

390 

<210> 28 
<211> 373 
<212> PRT 

<213> Neurospora crassa 
<400> 28 

ser Lys Leu He Pro Pro Ala Leu Phe Leu Val Asp Ala Leu Leu Cys 

15 

Gly Leu lie lie Trp Lys Val Pro Tyr Thr Glu lie Asp Trp Ala Ala 

25 30 

^r Met Glu Gin Val Ser Gin lie Leu Ser Gly Glu Arg Asp Tyr Thr 

40 45 

Lys val Arg Gly Gly Thr Gly Pro Leu Val Tyr Pro Ala Ala His Val 

^5 60 



Tyr lie Tyr Thr Gly Leu Tyr His Leu Thr Asp Glu Gly Arg Asn He 

80 

Leu Leu Ala Gin Gin Leu Phe Ala Gly Leu Tyr Met Val Thr Leu Ala 

90 95 

val val Met Gly Cys Tyr Trp Gin Ala Lys Ala Pro Pro Tyr Leu Phe 
Pro Leu Leu Thr Leu Ser Lys Arg Leu His Ser He Phe Val Leu Arg 



120 



cys Phe Asn Asp Cys Phe Ala Val Leu Phe Leu Trp Leu Ala He Phe 



140 



Phe Phe Gin Arg Arg Asn Trp Gin Ala Gly Ala Leu Leu Tyr Thr Leu 



150 



155 



160 



Gly Leu Gly Val Lys Met Thr Leu Leu Leu Ser Leu Pro Ala Val Gly 



170 



175 



He val Leu Phe Leu Gly Ser Gly Ser Phe Val Thr Thr Leu Gin Leu 



185 



190 



Val Ala Thr Met Gly Leu Val Gin He Leu He Gly Val Pro Phe Leu 
195 200 205 



Ala His Tyr Pro Thr Glu Tyr Leu Ser Arg Ala Phe Glu Leu Ser Arg 
210 215 220 



Gin Phe Phe Phe Lys Trp Thr Val Asn Trp Arg Phe Val Gly Glu Glu 
225 230 235 240 



He Phe Leu Ser Lys Gly Phe Ala Leu Thr Leu Leu Ala Leu His Val 
245 250 255 



Leu Val Leu Gly He Phe He Thr Thr Arg Trp He Lys Pro Ala Arg 
260 265 270 



Lys Ser Leu Val Gin Leu He Ser Pro Val Leu Leu Ala Gly Lys Pro 
275 280 285 



Pro Leu Thr Val Pro Glu His Arg Ala Ala Ala Arg Asp Val Thr Pro 
290 295 300 



Arg Tyr He Met Thr Thr He Leu Ser Ala Asn Ala Val. Gly Leu Leu 
305 310 315 320 



Phe Ala Arg Ser Leu His Tyr Gin Phe Tyr Ala Tyr Val Ala Trp Ser 
325 330 335 



Thr Pro Phe Leu Leu Trp Arg Ala Gly Leu His Pro Val Leu Val Tyr 
340 345 350 



Leu Leu Trp Ala Val His Glu Trp Ala Trp Asn Val Phe Pro Ser Thr 
355 360 365 



Pro Ala Ser Ser Ala 
370 



<210> 29 

<211> 390 

<212> PRT 

<213> Pichia pastoris 



<220> 

<221> MISC_FEATURE 

<222> (176) . . (190) 

<223> Low- complexity sequence 



<220> 

<221> MISC_FEATURE 

<222> (202) . . (213) 

<223> Low- complexity sequence 

<400> 29 

Leu Trp Leu Ala Asp Ser He Val He Lys Val He He Gly Thr Val 
15 10 15 



Ser Tyr Thr Asp He Asp Phe Ser Ser Tyr Met Gin Gin He Phe Lys 
20 25 30 



He Arg Gin Gly Glu Leu Asp Tyr Ser Asn He Phe Gly Asp Thr Gly 
35 40 45 



Pro Leu Val Tyr Pro Ala Gly His Val His Ala Tyr Ser Val Leu Ser 
50 55 60 



Trp Tyr Ser Asp Gly Gly Glu Asp Val Ser Phe Val Gin Gin Ala Phe 
65 70 75 80 



Gly Trp Leu Tyr Leu Gly Cys Leu Leu Leu Ser He Ser Ser Tyr Phe 
85 90 95 



Phe Ser Gly Leu Gly Lys He Pro Pro Val Tyr Phe Val Leu Leu Val 
100 105 110 



Ala Ser Lys Arg Leu His Ser He Phe Val Leu Arg Leu Phe Asn Asp 
115 120 125 



Cys Leu Thr Thr Phe Leu Met Leu Ala Thr He He He Leu Gin Gin 
130 135 140 



Ala Ser Ser Trp Arg Lys Asp Gly Thr Thr He Pro Leu Ser Val Pro 
145 150 155 160 



Asp Ala Ala Asp Thr Tyr Ser Leu Ala He Ser Val Lys Met Asn Xaa 
165 170 175 



Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Cys Asp 
180 185 190 



Glu Asn Leu He Lys Ala Leu Ala Pro Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
195 200 205 



Xaa Xaa Xaa Xaa Xaa Tyr Ser Phe He Leu Pro Leu His Tyr Asp Asp 
210 215 220 



Gin Ala Asn Glu He Arg Ser Ala Tyr Phe Arg Gin Ala Phe Asp Phe 
225 230 235 240 

Ser Arg Gin Phe Leu Tyr Lys Trp Thr Val Asn Trp Arg Phe Leu Ser 
245 250 255 

Gin Glu Thr Phe Asn Asn Val His Phe His Gin Leu Leu Phe Ala Leu 
260 265 270 



His He He Thr Leu Val Leu Phe He Leu Lys Phe Leu Ser Pro Lys 
275 280 285 

Asn He Gly Lys Pro Leu Gly Arg Phe Val Leu Asp He Phe Lys Phe 
290 295 300 



Trp Lys Pro Thr Leu Ser Pro Thr Asn He He Asn Asp Pro Glu Arg 
305 310 315 320 

Ser Pro Asp Phe Val Tyr Thr Val Met Ala Thr Thr Asn Leu He Gly 
325 330 335 

Val Leu Phe Ala Arg Ser Leu His Tyr Gin Phe Leu Ser Trp Tyr Ala 
340 345 350 



Phe Ser Leu Pro Tyr Leu Leu Tyr Lys Ala Arg Leu Asn Phe He Ala 
355 360 365 



Ser He He Val Tyr Ala Ala His Glu Tyr Cys Trp Leu Val Phe Pro 
370 375 380 



Ala Thr Glu Gin Ser Ser 
385 390 



<210> 30 
<211> 355 
<212> PRT 

<213> Schizosaccharomyces pombe 
<400> 30 

Leu Leu Leu Leu Glu He Pro Phe Val Phe Ala He He Ser Lys Val 
15 10 15 



Pro Tyr Thr Glu He Asp Trp He Ala Tyr Met Glu Gin Val Asn Ser 



20 



25 



30 



Phe Leu Leu Gly Glu Arg Asp Tyr Lys Ser Leu Val Gly Cys Thr Gly 
35 40 45 



Pro Leu Val Tyr Pro Gly Gly His Val Phe Leu Tyr Thr Leu Leu Tyr 
50 55 60 



Tyr Leu Thr Asp Gly Gly Thr Asn He Val Arg Ala Gin Tyr He Phe 
65 70 75 80 



Ala Phe Val Tyr Trp He Thr Thr Ala He Val Gly Tyr Leu Phe Lys 
85 90 95 



He Val Arg Ala Pro Phe Tyr He Tyr Val Leu Leu He Leu Ser Lys 
100 105 110 



Arg Leu His Ser He Phe He Leu Arg Leu Phe Asn Asp Gly Phe Asn 
115 120 125 



Ser Leu Phe Ser Ser Leu Phe He Leu Ser Ser Cys Lys Lys Lys Trp 
130 135 140 



Val Arg Ala Ser He Leu Leu Ser Val Ala Cys Ser Val Lys Met Ser 
145 150 155 160 



Ser Leu Leu Tyr Val Pro Ala Tyr Leu Val Leu Leu Leu Gin He Leu 
165 170 175 



Gly Pro Lys Lys Thr Trp Met His He Phe Val He He He Val Gin 
180 185 190 



He Leu Phe Ser He Pro Phe Leu Ala Tyr Phe Trp Ser Tyr Trp Thr 
195 200 205 



Gin Ala Phe Asp Phe Gly Arg Ala Phe Asp Tyr Lys Trp Thr Val Asn 
210 215 220 



Trp Arg Phe He Pro Arg Ser He Phe Glu Ser Thr Ser Phe Ser Thr 
225 230 235 240 



Ser He Leu Phe Leu His Val Ala Leu Leu Val Ala Phe Thr Cys Lys 
245 250 255 



His Trp Asn Lys Leu Ser Arg Ala Thr Pro Phe Ala Met Val Asn Ser 



260 



265 



270 



Met Leu Thr Leu Lys Pro Leu Pro Lys Leu Gin Leu Ala Thr Pro Asn 
275 280 285 



Phe lie Phe Thr Ala Leu Ala Thr Ser Asn Leu He Gly He Leu Cys 
290 295 300 



Ala Arg Ser Leu His Tyr Gin Phe Tyr Ala Trp Phe Ala Trp Tyr Ser 
305 310 315 320 



Pro Tyr Leu Cys Tyr Gin Ala Ser Phe Pro Ala Pro He Val He Gly 
325 330 335 



Leu Trp Met Leu Gin Glu Tyr Ala Trp Asn Val Phe Pro Ser Thr Lys 
340 345 350 



Leu Ser Ser 
355 



<210> 31 

<211> 390 

<212> PRT 

<213> Pichia pastoris 



<220> 

<221> MISC_FEATURE 

<222> (176) . . (190) 

<223> Low- complexity sequence 

<220> 

<221> MISC_FEATURE 

<222> (202) . . (213) 

<223> Low- complexity sequence 

<400> 31 

Leu Trp Leu Ala Asp Ser He Val He Lys Val He He Gly Thr Val 
15 10 15 



Ser Tyr Thr Asp He Asp Phe Ser Ser Tyr Met Gin Gin He Phe Lys 
20 25 30 



He Arg Gin Gly Glu Leu Asp Tyr Ser Asn He Phe Gly Asp Thr Gly 
35 40 45 



Pro Leu Val Tyr Pro Ala Gly His Val His Ala Tyr Ser Val Leu Ser 
50 55 60 



Trp Tyr Ser Asp Gly Gly Glu Asp Val Ser Phe Val Gin Gin Ala Phe 
65 70 75 80 



Gly Trp Leu Tyr Leu Gly Cys Leu Leu Leu Ser He Ser Ser Tyr Phe 
85 90 95 



Phe Ser Gly Leu Gly Lys He Pro Pro Val Tyr Phe Val Leu Leu Val 
100 105 HQ 



Ala Ser Lys Arg Leu His Ser lie Phe Val Leu Arg Leu Phe Asn Asp 
115 120 125 



Cys Leu Thr Thr Phe Leu Met Leu Ala Thr He He He Leu Gin Gin 
130 135 140 



Ala Ser Ser Trp Arg Lys Asp Gly Thr Thr He Pro Leu Ser Val Pro 
145 150 155 160 

Asp Ala Ala Asp Thr Tyr Ser Leu Ala He Ser Val Lys Met Asn Xaa 
165 170 175 



Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Cys Asp 
180 185 190 



Glu Asn Leu He Lys Ala Leu Ala Pro Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
195 200 205 



Xaa Xaa Xaa Xaa Xaa Tyr Ser Phe He Leu Pro Leu His Tyr Asp Asp 
210 215 220 



Gin Ala Asn Glu He Arg Ser Ala Tyr Phe Arg Gin Ala Phe Asp Phe 
225 230 235 240 

Ser Arg Gin Phe Leu Tyr Lys Trp Thr Val Asn Trp Arg Phe Leu Ser 
245 250 255 



Gin Glu Thr Phe Asn Asn Val His Phe His Gin Leu Leu Phe Ala Leu 
260 265 270 



His He He Thr Leu Val Leu Phe He Leu Lys Phe Leu Ser Pro Lys 
275 280 285 



Asn He Gly Lys Pro Leu Gly Arg Phe Val Leu Asp He Phe Lys Phe 
290 295 300 



Trp Lys Pro Thr Leu Ser Pro Thr Asn lie lie Asn Asp Pro Glu Arg 
305 310 315 320 



Ser Pro Asp Phe Val Tyr Thr Val Met Ala Thr Thr Asn Leu He Gly 
325 330 335 



Val Leu Phe Ala Arg Ser Leu His Tyr Gin Phe Leu Ser Trp Tyr Ala 
340 345 350 



Phe Ser Leu Pro Tyr Leu Leu Tyr Lys Ala Arg Leu Asn Phe He Ala 
355 360 365 



Ser He He Val Tyr Ala Ala His Glu Tyr Cys Trp Leu Val Phe Pro 
370 375 380 



Ala Thr Glu Gin Ser Ser 



385 




390 


<210> 


32 




<211> 


363 




<212> 


PRT 




<213> 


Arabidopsis 


thaliana 


<400> 


32 





Leu He Leu Ala Asp Ala He Leu Val Ala Leu He He Ala Tyr Val 
15 10 15 



Pro Tyr Thr Lys He Asp Trp Asp Ala Tyr Met Ser Gin Val Ser Gly 
20 25 30 



Phe Leu Gly Gly Glu Arg Asp Tyr Gly Asn Leu Lys Gly Asp Thr Gly 
35 40 45 



Pro Leu Val Tyr Pro Ala Gly Phe Leu Tyr Val Tyr Ser Ala Val Gin 
50 55 60 



Asn Leu Thr Gly Gly Glu Val Tyr Pro Ala Gin He Leu Phe Gly Val 
65 70 75 80 



Leu Tyr He Val Asn Leu Gly He Val Leu He He Tyr Val Lys Thr 
85 90 95 



Asp Val Val Pro Trp Trp Ala Leu Ser Leu Leu Cys Leu Ser Lys Arg 
100 105 110 



He His Ser He Phe Val Leu Arg Leu Phe Asn Asp Cys Phe Ala Met 

120 



125 



Thr Leu Leu His Ala Ser Met Ala Leu Phe Leu Tyr Arg Lys Trp His 



135 



140 



Leu Gly Met Leu Val Phe Ser Oly Ala Val Ser Val Lys Met Asn Val 



150 



155 



160 



Leu Leu Tyr Ala Pro Thr Leu Leu Leu Leu Leu Leu Lys Ala Met Asn 
165 



175 



He He Gly Val Val Ser Ala Leu Ala Gly Ala Ala Leu Ala Gin lU 



180 



185 



190 



Leu val Gly Leu Pro Phe Leu He Thr Tyr Pro Val Ser Tyr He Ala 
195 200 205 



Asn Ala Phe Asp Leu Gly Arg Val Phe lie His Phe Trp Ser Val Asn 
210 215 



220 



Phe Lys Phe Val Pro Glu Arg Val Phe Val Ser Lys Glu Phe Ala Val 
"5 230 235 240 

Cys Leu Leu He Ala His Leu Phe Leu Leu Val Ala Phe Ala Asn Tyr 
245 250 255 

Lys Trp Cys Lys His Glu Gly Gly lie He Gly Phe Met Arg Ser Arg 



265 



270 



His Phe Phe Leu Thr Leu Pro Ser Ser Leu Ser Phe Ser Asp Val Ser 

280 285 

^^"^ «is Val Val Thr Ala Met Phe Val 

290 295 300 

Gly Asn Phe He Gly He Val Phe Ala Arg Ser Leu His Tyr Gin Phe 

310 



Tyr Ser Trp Tyr Phe Tyr Ser Leu Pro Tyr Leu Leu Trp Arg Thr Pro 
325 330 335 

Phe Pro Thr Trp Leu Arg Leu He Met Phe Leu Gly He Glu Leu Cys 
340 ^ 



345 



350 



Trp Asn Val Tyr Pro Ser Thr Pro Ser Ser Ser 
355 360 



<210> 33 
<211> 428 

<212> DNA 

<213> Kluyveromyces lactis 
<400> 33 

tttgtttaca agctgatacc aacgaacatg aatacaccgg caggtttact gaagattggc 60 
aaagctaacc ttttacatcc ttttactgat gctgtattca gtgcgatgag agtaaacgca 120 
gaacaaattg catacatttt acttgttacc aattacattg gagtactatt tgctcgatca 180 
ttacactacc aattcctatc ttggtaccat tggacgttac cagtactatt gaattgggcc 240 
aatgttccgt atccgctatg tgtgctatgg tacctaacac atgagtggtg ctggaacagc 300 
tatccgccaa acgctactgc atccacactg ctacacgcgt gtaacacata ctgttattgg 360 
ctgtattctt aagaggaccc gcaaactcga aaagtggtga taacgaaaca acacacgaga 420 
aagctgag 



<210> 34 

<211> 142 

<212> PRT 

<213> Kluyveromyces lactis 

<400> 34 

Phe Val Tyr Lys Leu He Pro Thr Asn Met Asn Thr Pro Ala Gly Leu 
1 5 10 



IS 



Leu Lys He Gly Lys Ala Asn Leu Leu His Pro Phe Thr Asp Ala Val 
20 25 30 

Phe Ser Ala Met Arg Val Asn Ala Glu Gin He Ala Tyr He Leu Leu 
35 40 45 

Val Thr Asn Tyr He Gly Val Leu Phe Ala Arg Ser Leu His Tyr Gin 
50 55 60 

Phe Leu Ser Trp Tyr His Trp Thr Leu Pro Val Leu Leu Asn Trp Ala 
" "^0 75 80 

Asn Val Pro Tyr Pro Leu Cys Val Leu Trp Tyr Leu Thr His Glu Trp 
85 90 35 

Cys Trp Asn Ser Tyr Pro Pro Asn Ala Thr Ala Ser Thr Leu Leu His 
1*^0 105 110 



428 



Ala Cys Asn Thr Tyr Cys Tyr Trp Leu Tyr Ser Glx Glu Asp Pro Gin 
115 120 125 



Thr Arg Lys Val Val He Thr Lys Gin His Thr Arg Lys Leu 
130 135 140 



<210> 35 
<211> 102 
<212> PRT 

<213> Kluyveromyces lactis 
<400> 35 

Ala Asn Leu Leu His Pro Phe Thr Asp Ala Val Phe Ser Ala Met Arg 
15 10 15 



Val Asn Ala Glu Gin He Ala Tyr He Leu Leu Val Thr Asn Tyr He 
20 25 30 



Gly Val Leu Phe Ala Arg Ser Leu His Tyr Gin Phe Leu Ser Trp Tyr 
35 40 45 



His Trp Thr Leu Pro Val Leu Leu Asn Trp Ala Asn Val Pro Tyr Pro 
50 55 60 



Leu Cys Val Leu Trp Tyr Leu Thr His Glu Trp Cys Trp Asn Ser Tyr 
65 70 75 80 



Pro Pro Asn Ala Thr Ala Ser Thr Leu Leu His Ala Cys Asn Thr Tyr 
85 90 95 



Cys Tyr Trp Leu Tyr Ser 
100 



<210> 36 
<211> 16 
<212> PRT 

<213> Kluyveromyces lactis 
<400> 36 

Glu Asp Pro Gin Thr Arg Lys Val Val He Thr Lys Gin His Thr Arg 
15 10 15 



<210> 37 

<211> 117 

<212> PRT 

<213> Saccharomyces cerevisiae 



<400> 37 



Ser Ser Leu Cys His Pro Leu Arg Lys Asn Ala Val Leu Asn Ala Asn 
15 10 15 



Pro Ala Lys Thr lie Pro Phe Val Leu lie Ala Ser Asn Phe lie Gly 
20 25 30 



Val Leu Phe Ser Arg Ser Leu His Tyr Gin Phe Leu Ser Trp Tyr His 
35 40 45 



Trp Thr Leu Pro lie Leu lie Phe Trp Ser Gly Met Pro Phe Phe Val 
50 55 60 



Gly Pro He Trp Tyr Val Leu His Glu Trp Cys Trp Asn Ser Tyr Pro 
65 70 75 80 



Pro Asn Ser Gin Ala Ser Thr Leu Leu Leu Ala Leu Asn Thr Val Leu 
85 90 95 



Leu Leu Leu Leu Ala Leu Thr Gin Leu Ser Gly Ser Val Ala Leu Ala 
100 105 110 



Lys Ser His Leu Arg 





115 


<210> 


38 


<211> 


96 


<212> 


PRT 


<213> 


Kluyveromyces 1 act is 


<400> 


38 


Phe Thr Asp Ala Val Phe Ser 


1 


5 



10 15 



Ala Tyr lie Leu Leu Val Thr Asn Tyr He Gly Val Leu Phe Ala Arg 
20 25 30 



Ser Leu His Tyr Gin Phe Leu Ser Trp Tyr His Trp Thr Leu Pro Val 
35 40 45 



Leu Leu Asn Trp Ala Asn Val Pro Tyr Pro Leu Cys Val Leu Trp Tyr 
50 55 60 



Leu Thr His Glu Trp Cys Trp Asn Ser Tyr Pro Pro Asn Ala Thr Ala 
65 70 75 80 



Ser Thr Leu Leu His Ala Cys Asn Thr Tyr Cys Tyr Trp Leu Tyr Ser 
85 90 95 



<210> 39 

<211> 7 

<212> PRT 

<213> Kluyveromyces lactis 

<400> 39 

Glu Asp Pro Gin Thr Arg Lys 
1 5 



<210> 40 

<211> 106 

<212> PRT 

<213> Arabidopsis thaliana 



<400> 40 

Phe Ser Asp Val Ser Ala Ser Arg He He Thr Lys Glu His Val Val 
15 10 15 



Thr Ala Met Phe Val Gly Asn Phe He Gly He Val Phe Ala Arg Ser 
20 25 30 



Leu His Tyr Gin Phe Tyr Ser Trp Tyr Phe Tyr Ser Leu Pro Tyr Leu 
35 40 45 



Leu Trp Arg Thr Pro Phe Pro Thr Trp Leu Arg Leu He Met Phe Leu 
50 55 60 



Gly He Glu Leu Cys Trp Asn Val Tyr Pro Ser Thr Pro Ser Ser Ser 
65 70 75 80 



Gly Leu Leu Leu Cys Leu His Leu He He Leu Val Gly Leu Trp Leu 
85 90 95 



Ala Pro Ser Val Asp Pro Tyr Gin Leu Lys 
100 105 



<210> 41 

<211> 4 

<212> PRT 

<213> artificial 



<220> 
<223> 



Signal tetrapeptide 



<400> 41 

His Asp Glu Leu 
1 



<210> 42 

<211> 4 

<212> PRT 

<213> artificial 

<220> 

<223> Signal tetrapeptide 

<400> 42 

Lys Asp Glu Leu 
1 



<210> 43 

<211> 0 

<212> DNA 

<213> Kluyveromyces lactis 

<400> 43 
000 

<210> 44 

<211> 0 

<212> PRT 

<213> Kluyveromyces lactis 

<400> 44 
000 

<210> 45 

<211> 1617 

<212> DNA 



<213> Mus 


musculus 










<400> 45 
atgaagatga 


gacgctacaa gctctttctc 


atgttctgta 


tggctggcct 


gtgcctcata 


60 


tccttcctgc 


acttctttaa gaccttatcc 


tatgtcacct 


tcccgagaga 


actggcctcc 


120 


ctcagcccta 


acctcgtatc cagcttcttc 


tggaacaatg 


cccctgtcac 


tccccaggcc 


180 


agtccggagc 


cgggtggccc cgacctattg 


cggacacccc 


tctactccca 


ctctcccctg 


240 


ctccagccac 


tgtccccgag caaggccaca 


gaggaactgc 


accgggtgga 


cttcgtgttg 


300 


ccggaggaca 


ccacggagta ttttgtgcgc 


accaaagctg 


gtggtgtgtg 


cttcaaacca 


360 


ggtaccagga 


tgctggagaa accttcgcca 


gggcggacag 


aggagaagcc 


cgaagtgtct 


420 


gagggctcct 


cagcccgggg acctgctcgg aggcccatga ggcacgtgtt 


gagtacgcgg 


480 


gagcgcctgg 


gcagccgggg cactaggcgc 


aagtgggttg 


agtgtgtgtg 


cctgccaggc 


540 



tggcacgggc ccagttgcgg ggtgcccacg gtggtgcagt attccaacct gcccaccaag 600 

gaacgcctgg tacccaggga ggtaccgagg cgggttatca acgccatcaa catcaaccac 660 

gagttcgacc tgctggatgt gcgcttccat gagctgggag atgttgtgga cgccttcgtg 720 

gtctgtgaat ctaatttcac cgcctacggg gagcctcggc cgctcaagtt ccgagagatg 780 

ctgaccaatg gcaccttcga gtacatccgc cacaaggtgc tctatgtctt cctggaccat 840 

ttcccacctg gtggccgtca ggacggctgg attgcggatg actacctgcg caccttcctc 900 

acccaggatg gcgtctcccg cctgcgcaac ctgcggcccg atgacgtctt tatcatcgac 960 

gatgcggacg agatccctgc gcgtgatggt gtgctgttcc tcaaactcta cgatggctgg 1020 

acagagccct tcgccttcca catgcggaag tccctgtatg gtttcttctg gaagcagccg 1080 

ggcacactgg aggtggtgtc aggctgcacc atggacatgc tgcaggccgt gtatgggctg 1140 

gatggcatcc gcctgcgccg ccgccagtac tacaccatgc ccaacttccg gcagtatgag 1200 

aaccgcaccg gccacatcct agtgcagtgg tctctcggca gccccctgca cttcgcgggc 1260 

tggcattgct cctggtgctt cacacccgag ggcatctact ttaaactcgt gtcagcccag 1320 

aatggcgact tcccccgctg gggtgactat gaggacaaga gggacctcaa ttacatccgc 1380 

agcttgatcc gcactggggg atggttcgac ggaacgcagc aggagtaccc tcctgcggac 1440 

cccagtgagc acatgtatgc tcctaaatac ctgctcaaga actatgacca gttccgctac 1500 

ttgctggaaa atccctaccg ggagcccaag agcactgtag agggtgggcg ccagaaccag 1560 

ggctcagatg gaaggccatc tgctgtcagg ggcaagttgg atacagtgga gggctag 1617 

<210> 46 

<211> 536 

<212> PRT 

<213> Mus mus cuius 

<400> 46 

Met Arg Arg Tyr Lys Leu Phe Leu Met Phe Cys Met Ala Gly Leu Cys 



Leu lie Ser Phe Leu His Phe Phe Lys Thr Leu Ser Tyr Val Thr Phe 
20 25 30 

Pro Arg Glu Leu Ala Ser Leu Ser Pro Asn Leu He Ser Ser Phe Phe 



Trp Asn Asn Ala Pro Val Thr Pro Gin Ala Ser Pro Glu Pro Gly Asp 
50 55 60 



Pro Asp Leu Leu Arg Thr Pro Leu Tyr Ser His Ser Pro Leu Leu Gin 
65 70 75 80 



Pro Leu Ser Pro Ser Lys Ala Thr Glu Glu Leu His Arg Val Asp Phe 
85 90 95 



Val Leu Pro Glu Asp Thr Thr Glu Tyr Phe Val Arg Thr Lys Ala Gly 
100 105 110 



Gly Val Cys Phe Lys Pro Gly Thr Arg Met Leu Glu Lys Pro Ser Pro 
115 120 125 



Gly Arg Thr Glu Glu Lys Thr Glu Val Ser Glu Gly Ser Ser Ala Arg 
130 135 140 



Gly Pro Ala Arg Arg Pro Met Arg His Val Leu Ser Ser Arg Glu Arg 
145 150 155 160 



Leu Gly Ser Arg Gly Thr Arg Arg Lys Trp Val Glu Cys Val Cys Leu 
165 170 175 



Pro Gly Trp His Gly Pro Ser Cys Gly Val Pro Thr Val Val Gin Tyr 
180 185 190 



Ser Asn Leu Pro Thr Lys Glu Arg Leu Val Pro Arg. Glu Val Pro Arg 
195 200 205 



Arg Val He Asn Ala He Asn He Asn His Glu Phe Asp Leu Leu Asp 
210 215 220 



Val Arg Phe His Glu Leu Gly Asp Val Val Asp Ala Phe Val Val Cys 
225 230 235 240 



Asp Ser Asn Phe Thr Ala Tyr Gly Glu Pro Arg Pro Leu Lys Phe Arg 
245 250 255 



Glu Met Leu Thr Asn Gly Thr Phe Glu Tyr He Arg His Lys Val Leu 
260 265 270 



Tyr Val Phe Leu Asp His Phe Pro Pro Gly Gly Arg Gin Asp Gly Trp 
275 280 285 



lie Ala Asp Asp Tyr Leu Arg Thr Phe Leu Thr Gin Asp Gly Val Ser 
290 295 300 



Arg Leu Arg Asn Leu Arg Pro Asp Asp Val Phe He He Asp Asp Ala 
305 310 315 320 



Asp Glu He Pro Ala Arg Asp Gly Val Leu Phe Leu Lys Leu Tyr Asp 
325 330 335 



Gly Trp Thr Glu Pro Phe Ala Phe His Met Arg Lys Ser Leu Tyr Gly 
340 345 350 



Phe Phe Trp Lys Gin Pro Gly Thr Leu Glu Val Val Ser Gly Cys Thr 
355 360 365 



Met Asp Met Leu Gin Ala Val Tyr Gly Leu Asp Gly He Arg Leu Arg 
370 375 380 



Arg Arg Gin Tyr Tyr Thr Met Pro Asn Phe Arg Gin Tyr Glu Asn Arg 
385 390 395 400 

Thr Gly His He Leu Val Gin Trp Ser Leu Gly Ser Pro Leu His Phe 
405 410 415 



Ala Gly Trp His Cys Ser Trp Cys Phe Thr Pro Glu Gly He Tyr Phe 
420 425 430 



Lys Leu Val Ser Ala Gin Asn Gly Asp Phe Pro Arg Trp Gly Asp Tyr 
435 440 445 



Glu Asp Lys Arg Asp Leu Asn Tyr He Arg Ser Leu He Arg Thr Gly 
450 455 460 



Gly Trp Phe Asp Gly Thr Gin Gin Glu Tyr Pro Pro Ala Asp Pro Ser 
465 470 475 480 



Glu His Met Tyr Ala Pro Lys Tyr Leu Leu Lys Asn Tyr Asp Gin Phe 
485 490 495 



Arg Tyr Leu Leu Glu Asn Pro Tyr Arg Glu Pro Lys Ser Thr Val Glu 
500 505 510 



Gly Gly Arg Gin Asn Gin Gly Ser Asp Gly Arg Ser Ser Ala Val Arg 
515 520 525 



Gly Lys Leu Asp Thr Ala Glu Gly 
530 535 



<210> 47 

<211> 21 

<212> DNA 

<213> artificial 

<220> 

<223> cloning primer 

<400> 47 

actgccatct gccttcgcca t 



<210> 48 

<211> 22 

<212> DNA 

<213> artificial 

<220> 

<223> cloning primer 
<400> 48 

gtaatacgac tcactatagg gc 

<210> 49 

<211> 20 

<212> DNA 

<213> artificial 

<220> 

<223> cloning primer 
<400> 49 

aattaaccct cactaaaggg 

<210> 50 

<211> 1968 

<212> DNA 

<213> Mus musculus 

<400> 50 

atgcccgtgg ggggcctgtt gccgctcttc agtagccctg ggggcggcgg cctgggcagt 
ggcctgggcg gggggcttgg cggcgggagg aaggggtctg gccccgctgc cttccgcctc 
accgagaagt tcgtgctgct gctggtgttc agcgccttca tcacgctctg cttcggggca 
atcttcttcc tgcctgactc ctccaagctg ctcagcgggg tcctgttcca ctccaaccct 
gccttgcagc cgccggcgga gcacaagccc gggctcgggg cgcgtgcgga ggatgccgcc 
gaggggagag tccggcaccg cgaggaaggc gcgcctgggg accctggagc tggactggaa 
gacaacttag ccaggatccg cgaaaaccac gagcgggctc tcagggaagc caaggagacc 
ctgcagaagc tgccggagga gatccaaaga gacattctgc tggagaagga aaaggtggcc 
caggaccagc tgcgtgacaa ggatctgttt aggggcttgc ccaaggtgga cttcctgccc 





uagagaaCCg 


ggagcccgct 


gacgccacca 


tccgtgagaa gagggcaaag 


ouu 




(.gel ugaccca 


c;gci.i.ggaaL 


aacuacaaac 


gctatgcgtg gggcttgaac 


bbU 


gaactgaaac 


ctatatcaaa 


anaaon^^at* 

cigaaggccau 


^ ^ 3 ^ ^ ^ ^ 

ucaagcagc L 


tgtttggcaa 


catcaaagga 




gctacaatag 


tagatgccct 


ggoLaccccL 


uucaccacgg 


gcatgaagac 


tgaatttcaa 


T Q A 

/oU 


gaagctaaat 


cgtggattaa 


aaaauaccca 


gauuccaacg 


tgaatgctga 


agtttctgtt 


O /I A 


tttgaagtca 


acatacgctt 


cgtcggtgga 


ctgctgtcag 


cctactattt 


gtccggagag 


OA A 

900 


gagatatttc gaaagaaagc 


agtggaactt 


ggggtaaaat 


tgctacctgc 


atttcatact 


O f A 

960 


ccctctggaa 


taccttgggc 


attgctgaat 


atgaaaagtg 


ggatcgggcg gaactggccc 


^ AO A 

1020 


tgqgcctctg 


gaggcagcag 


tatcctggcc 


gaatttggaa 


ctctgcattt 


agagtttatg 


1 A O A 

lOoO 


cacttgtccc 


acttatcagg 


agacccagtc 


tttgccgaaa 


aggttatgaa 


aattcgaaca 


1140 


gtgttgaaca 


aactggacaa 


accagaaggc 


ctttatccta 


actatctgaa 


ccccagtagt 


1200 


qqacaqtqqQ 


gtcaacatca 


tgtgtcggtt 


ggaggacttg 


gagacagctt 


ttatgaatat 


1260 


ttgcttaagg 


cgtggttaat 


gtctgacaag 


acagatctcg 


aagccaagaa 


gatgtatttt 


1320 


gatgctgttc 


aggccatcga 


gactcacttg 


atccgcaagt 


caagtggggg 


actaacgtac 


1380 


atcgcagagt 


ggaagggggg 


cctcctggaa 


cacaagatgg 


gccacctgac 


gtgctttgca 


1440 


ggaggcatgt 


ttgcacttgg 


ggcagatgga 


gctccggaag 


cccgggccca 


acactacctt 


1 C A A 

1500 


gaactcggag 


ctgaaattgc 


ccgcacttgt 


catgaatctt^ 


ataatcgtac 


atatgtgaag 


1 C ^ A 

IboO 


ttgggaccgg 


aagcgtttcg 


atttgatggc 


ggtgtggaag 


ctattgccac 


gaggcaaaat 


1620 


gaaaagtatt 


acatcttacg 


gcccgaggtc 


atcgagacat 


acatgtacat 


9tggcgactg 


1680 


actcacgacc 


ccaagtacag 


gacctgggcc 


tgggaagccg 


tggaggctct 


agaaagtcac 


1740 


tgcagagtga 


acggaggcta 


ctcaggctta 


cgggatgttt 


acattgcccg 


tgagagttat 


1800 


gacgatgtcc 


agcaaagttt 


cttcctggca 


gagacactga 


agtatttgta 


cttgatattt 


1860 


tccgatgatg 


accttcttcc 


actagaacac 


tggatcttca 


acaccgaggc 


tcatcctttc 


1920 


cctatactcc 


gtgaacagaa 


gaaggaaatt 


gatggcaaag 


agaaatga 




1968 



<210> 51 

<211> 655 

<212> PRT 

<213> Mus musculus 

<400> 51 



Met Pro Val Gly Gly Leu Leu Pro Leu Phe Ser Ser Pro Gly Gly Gly 
15 10 15 



Gly Leu Gly Ser Gly Leu Gly Gly Gly Leu Gly Gly Gly Arg Lys Gly 



25 



30 



Ser Gly Pro Ala Ala Phe Arg Leu Thr Glu Lys Phe Val Leu Leu Leu 
J3 40 



45 



Val Phe ser Ala Phe He Thr Leu Cys Phe Gly Ala lie Phe Phe Leu 
50 55 60 



Pro Asp ser Ser Lys Leu Leu Ser Gly Val Leu Phe His Ser Asn Pro 

"^0 75 80 



Ala Leu Gin Pro Pro Ala Glu His Lys Pro Gly Leu Gly Ala Arg Ala 
85 



90 



95 



Glu Asp Ala Ala Glu Gly Arg Val Arg His Arg Glu Glu Gly Ala Pro 
100 •i-i'* 



110 



Gly Asp Pro Gly Ala Gly Leu Glu Asp Asn Leu Ala Arg He . Arg Glu 



120 



125 



Asn His Glu Arg Ala Leu Arg Glu Ala Lys Glu Thr Leu Gin Lys Leu 
130 135 140 



Pro Glu Glu He Gin Arg Asp He Leu Leu Glu Lys Glu Lys Val Ala 

150 155 160 



Gin Asp Gin Leu Arg Asp Lys Asp Leu Phe Arg Gly Leu Pro Lys Val 
165 170 



175 



Asp Phe Leu Pro Pro Val Gly Val Glu Asn Arg Glu Pro Ala Asp Ala 
180 185 



190 



Thr lie Arg Glu Lys Arg Ala Lys lie Lys Glu Met Met Thr His Ala 
195 200 205 



Trp Asn Asn Tyr Lys Arg Tyr Ala Trp Gly Leu Asn Glu Leu Lys Pro 



215 



220 



lie Ser Lys Glu Gly His Ser Ser Ser Leu Phe Gly Asn He Lys 

225 o-art ■* 



230 



235 



Gly 
240 



Ala Thr He Val Asp Ala Leu Asp Thr Leu Phe He Met Gly Met Lys 
245 250 



255 



Thr Glu Phe Gin Glu Ala Lys Ser Trp lie Lys Lys Tyr Leu Asp Phe 
260 265 270 



Asn Val Asn Ala Glu Val Ser Val Phe Glu Val Asn He Arg Phe Val 
275 280 285 



Gly Gly Leu Leu Ser Ala Tyr Tyr Leu Ser Gly Glu Glu He Phe Arg 
290 295 300 



Lys Lys Ala Val Glu Leu Gly Val Lys Leu Leu Pro Ala Phe His Thr 
305 310 315 320 



Pro Ser Gly He Pro Trp Ala Leu Leu Asn Met Lys Ser Gly He Gly 
325 330 335 



Arg Asn Trp Pro Trp Ala Ser Gly Gly Ser Ser He Leu Ala Glu Phe 
340 345 350 



Gly Thr Leu His Leu Glu Phe Met His Leu Ser His Leu Ser Gly Asp 
355 360 365 



Pro Val Phe Ala Glu Lys Val Met Lys He Arg Thr Val Leu Asn Lys 
370 375 380 



Leu Asp Lys Pro Glu Gly Leu Tyr Pro Asn Tyr Leu Asn Pro Ser Ser 
385 390 395 400 



Gly Gin Trp Gly Gin His His Val Ser Val Gly Gly Leu Gly Asp Ser 
405 410 415 



Phe Tyr Glu Tyr Leu Leu Lys Ala Trp Leu Met Ser Asp Lys Thr Asp 
420 425 430 



Leu Glu Ala Lys Lys Met Tyr Phe Asp Ala Val Gin Ala He Glu Thr 
435 440 445 



His Leu He Arg Lys Ser Ser Gly Gly Leu Thr Tyr He Ala Glu Trp 
450 455 460 



Lys Gly Gly Leu Leu Glu His Lys Met Gly His Leu Thr Cys Phe Ala 
465 470 475 480 



Gly Gly Met Phe Ala Leu Gly Ala Asp Gly Ala Pro Glu Ala Arg Ala 
485 490 495 



Gin His Tyr Leu Glu Leu Gly Ala Glu He Ala Arg Thr Cys His Glu 
500 505 510 

Ser Tyr Asn Arg Thr Tyr Val Lys Leu Gly Pro Glu Ala Phe Arg Phe 
515 520 525 

Asp Gly Gly Val Glu Ala He Ala Thr Arg Gin Asn Glu Lys Tyr Tyr 
530 535 

He Leu Arg Pro Glu Val lie Glu Thr Tyr Met Tyr Met Trp Arg Leu 
545 550 555 560 

Thr His Asp Pro Lys Tyr Arg Thr Trp Ala Trp Glu Ala Val Glu Ala 
565 570 

Leu Glu Ser His Cys Arg Val Asn Gly Gly Tyr Ser Gly Leu Arq Asd 
580 585 590 

Val Tyr He Ala Arg Glu Ser Tyr Asp Asp Val Gin Gin Ser Phe Phe 
595 600 605 

Leu Ala Glu Thr Leu Lys Tyr Leu Tyr Leu He Phe Ser Asp Asp Asp 
610 615 620 ^ f 

Leu Leu Pro Leu Glu His Trp He Phe Asn Thr Glu Ala His Pro Phe 
"5 630 635 640 

Pro He Leu Arg Glu Gin Lys Lys Glu He Asp Gly Lys Glu Lys 
645 650 655 

<210> 52 
<211> 36 
<212> DNA 
<213> artificial 

<220> 

<223> cloning primer 
<400> 52 

atgcccgtgg ggggcctgtt gccgctcttc agtagc 

<210> 53 

<211> 40 

<212> DNA 

<213> artificial 



<220> 

<223> cloning primer 



<400> 53 

tcatttctct ttgccatcaa tttccttctt ctgttcacgg 

<210> 54 

<211> 44 

<212> DNA 

<213> artificial 

<220> 

<223> cloning primer 
<400> 54 

ggcgcgccga ctcctccaag ctgctcagcg gggtcctgtt ccac 

<210> 55 

<211> 50 

<212> DNA 

<213> artificial 

<220> 

<223> cloning primer 

<400> 55 

ccttaattaa tcatttctct ttgccatcaa tttccttctt ctgttcacgg 

<210> 56 

<211> 51 

<212> DNA 

<213> artificial 

<220> 

<223> cloning primer 

<400> 56 

ggcgagctcg gcctacccgg ccaaggctga gatcatttgt ccagcttcag a 

<210> 57 

<211> 55 

<212> DNA 

<213> artificial 

<220> 

<223> cloning primer 

<400> 57 

gcccacgtcg acggatccgt ttaaacatcg attggagagg ctgacaccgc tacta 

<210> 58 

<211> 55 

<212> DNA 

<213> artificial 

<220> 

<223> cloning primer 



<400> 58 

cgggatccac tagtatttaa atcatatgtg cgagtgtaca actcttccca catgg 



55 



<210> 59 

<211> 55 

<212> DNA 

<213> artificial 



<220> 

<223> cloning primer 



<400> 59 

ggacgcgtcg acggcctacc cggccgtacg aggaatttct cggatgactc ttttc 55 



<210> 60 

<211> 45 

<212> DNA 

<213> artificial 



<220> 

<223> cloning primer 



<400> 60 

cgggatccct cgagagatct tttttgtaga aatgtcttgg tgcct 45 



<210> 61 

<211> 63 

<212> DNA 

<213> artificial 

<220> 

<223> cloning primer 

<400> 61 

ggacatgcat gcactagtgc ggccgccacg tgatagttgt tcaattgatt gaaataggga 60 
caa 63 



<210> 


62 


<211> 


52 


<212> 


DNA 


<213> 


artificial 


<220> 




<223> 


cloning primer 


<400> 


62 



ccttgctagc ttaattaacc gcggcacgtc cgacggcggc ccacgggtcc ca 52 



<210> 63 

<211> 61 

<212> DNA 

<213> artificial 



<220> 



<223> cloning primer 



<400> 63 

ggacatgcat gcggatccct taagagccgg cagcttgcaa attaaagcct tcgagcgtcc 



c 




<210> 


64 


<211> 


61 


<212> 


DNA 


<213> 


artificial 


<220> 




<223> 


cloning primer 


<400> 


64 



gaaccacgtc gacggccatt gcggccaaaa ccttttttcc tattcaaaca caaggcattg 
c 



<210> 65 

<211> 43 

<212> DNA 

<213> artificial 

<220> 

<223> cloning primer 

<400> 65 

ctccaatact agtcgaagat tatcttctac ggtgcctgga etc 



<210> 66 

<211> 53 

<212> DNA 

<213> artificial 

<220> 

<223> cloning primer 

<400> 66 

tggaaggttt aaacaaagct agagtaaaat agatatagcg agattagaga atg 



<210> 67 

<211> 50 

<212> DNA 

<213> artificial 

<220> 

<223> cloning primer 

<400> 67 

aagaattcgg ctggaaggcc ttgtaccttg atgtagttcc cgttttcatc 



<210> 68 
<211> 58 



<212> DNA 

<213> artificial 

<220> 

<223> cloning primer 
<400> 68 

gcccaagccg gccttaaggg atctcctgat gactgactca ctgataataa aaatacgg 

<210> 69 

<211> 59 

<212> DNA 

<213> artificial 

<220> 

<223> cloning primer 
<400> 69 

gggcgcgtat ttaaatacta gtggatctat cgaatctaaa tgtaagttaa aatctctaa 

<210> 70 

<211> 39 

<212> DNA 

<213> artificial 

<220> 

<223> cloning primer 
<400> 70 

ggccgcctgc agatttaaat gaattcggcg cgccttaat 

<210> 71 

<211> 34 

<212> DNA 

<213> artificial 

<220> 

<223> cloning primer 
<400> 71 

taaggcgcgc cgaattcatt taaatctgca gggc 

<210> 72 

<211> 29 

<212> DNA 

<213> artificial 

<220> 

<223> cloning primer 
<400> 72 

tggcaggcgc gcctcagtca gcgctctcg 



<210> 73 
<211> 29 



<212> DNA 

<213> artificial 



<220> 

<223> cloning primer 
<400> 73 

aggttaatta agtgctaatt ccagctagg 

<210> 74 

<211> 26 

<212> DNA 

<213> artificial 

<220> 

<223> cloning primer 

<400> 74 

ccagaagaat tcaattytgy cartgg 



<210> 75 

<211> 25 

<212> DNA 

<213> artificial 

<220> 

<223> cloning primer 



<220> 

<221> misc^feature 

<222> (17).. (17) 

<223> wherein "n« is equal to "a" or "t" or "g" or "c". 
<220> 

<221> misc_feature 

<222> (20).. (20) 

<223> wherein "n" is equal to "a" or "t" or "g" or "c". 

<400> 75 

cagtgaaaat acctggnccn gtcca 



<210> 76 

<211> 27 

<212> DNA 

<213> artificial 

<220> 

<223> cloning primer 

<400> 76 

tgccatcttt taggtccagg cccgttc 



<210> 77 
<211> 27 
<212> DNA 



<213> artificial 



<220> 

<223> cloning primer 
<400> 77 

gatcccacga cgcatcgtat ttctttc 



<210> 78 

<211> 35 

<212> DNA 

<213> artificial 

<220> 

<223> cloning primer 

<400> 78 

ggtgttttgt tttctagatc tttgcaytay cartt 



<210> 79 

<211> 36 

<212> DNA 

<213> artificial 

<220> 

<223> cloning primer 

<400> 79 

agaatttggt gggtaagaat tccarcacca ytcrtg 



<210> 80 

<211> 32 

<212> DNA 

<213> artificial 

<220> 

<223> cloning primer 

<400> 80 

cctaagctgg tatgcgttct ctttgccata tc 



<210> 81 

<211> 30 

<212> DNA 

<213> artificial 

<220> 

<223> cloning primer 

<400> 81 

gcggcataaa caataataga tgctataaag 



<210> 82 
<211> 24 
<212> DNA 



<213> artificial 



<220> 

<223> cloning primer 
<400> 82 

ccacatcatc cgtgctacat atag 



<210> 83 

<211> 44 

<212> DNA 

<213> artificial 

<220> 

<223> cloning vector 

<400> 83 

acgaggcaag ctaaacagat ctcgaagtat cgagggttat ccag 



<210> 84 

<211> 44 

<212> DNA 

<213> artificial 

<220> 

<223> cloning primer 

<400> 84 

ccatccagtg tcgaaaacga gccaatggtt catgtctata aatc 



<210> 85 

<211> 24 

<212> DNA 

<213> artificial 

<220> 

<223> cloning primer 

<400> 85 

agcctcagcg ccaacaagcg atgg 



<210> 86 

<211> 44 

<212> DNA 

<213> artificial 

<220> 

<223> cloning primer 

<400> 86 

ctggataacc ctcgatactt cgagatctgt ttagcttgcc tcgt 



<210> 87 
<211> 44 
<212> DNA 



<213> artificial 



<220> 

<223> cloning primer 
<400> 87 

gatttataga catgaaccat tggctcgttt tcgacactgg atgg 

<210> 88 

<211> 20 

<212> DNA 

<213> artificial 

<220> 

<223> cloning primer 
<400> 88 

atcctttacc gatgctgtat 

<210> 89 

<211> 27 

<212> DNA 

<213> artificial 

<220> 

<223> cloning primer 
<400> 89 

ataacagtat gtgttacacg cgtgtag 

<210> 90 
<211> 25 
<212> DNA 

<213> Rattus norvegicus 
<400> 90 

ttcctcactg cagtcttcta taact 

<210> 91 
<211> 26 
<212> DNA 

<213> Rattus norvegicus 
<400> 91 

tggagaccat gaggttccgc atctac 

<210> 92 
<211> 35 
<212> DNA 

<213> Rattus norvegicus 
<400> 92 

ttggcgcgcc tccctagtgt accagttgaa ctttg 



<210> 93 

<211> 32 

<212> DNA 

<213> Rattus norvegicus 
<400> 93 

gattaattaa ctcactgcag tcttctataa ct 32 

<210> 94 

<211> 36 

<212> DNA 

<213> artificial 

<220> 

<223> cloning primer 

<400> 94 

tcctggcgcg ccttcccgag agaactggcc tccctc 36 

<210> 95 

<211> 37 

<212> DNA 

<213> artificial 

<220> 

<223> cloning primer 

<400> 95 

aattaattaa ccctagccct ccgctgtatc caacttg 37 

<210> 96 

<211> 39 

<212> DNA 

<213> Artificial 

<220> 

<223> cloning primer 

<400> 96 

ggccgcctgc agatttaaat gaattcggcg cgccttaat 39 

<210> 97 

<211> 34 

<212> DNA 

<213> Artificial 

<220> 

<223> cloning primer 

<400> 97 

taaggcgcgc cgaattcatt taaatctgca gggc 34 



<210> 98 
<211> 36 
<212> DNA 



<213> Artificial 



<220> 

<223> cloning primer 
<400> 98 

tcctggcgcg ccttcccgag agaactggcc tccctc 

<210> 99 

<211> 33 

<212> DNA 

<213> Artificial 

<220> 

<223> cloning primer 
<400> 99 

ccgaggcgcg ccacagagga actgcaccgg gtg 

<210> 100 

<211> 37 

<212> DNA 

<213> Artificial 

<220> 

<223> cloning primer 
<400> 100 

accgaggcgc gccatcaacg ccatcaacat caaccac 

<210> 101 

<211> 37 

<212> DNA 

<213> Artificial 

<220> 

<223> cloning primer 
<400> 101 

aattaattaa ccctagccct ccgctgtatc caacttg 



